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Supplementary Figure S1 | The S3-5’UTR does not act as an IRES. (A) Schematic
representation of bicistronic mRNAs used to test for IRES activity. (B) The S3-5’UTR exhibits no
IRES activity. Extracts from transfected HEK293 cells and cortical neurons were assayed for

luciferase activities.
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Supplementary Figure S2 | Secondary structure of the S3-5’UTR predicted by MFOLD.
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Supplementary Figure S3 | The 5’ sequences of the SAPAP3 ORF including AUG"™ and

AUG™"" are conserved in transcripts from different mammalian species. Alignment of the 5’
coding sequence of SAPAP3 mRNAs from rat (GenBank accession number AY530298), mouse

(AY243848), human (NM_001080418) and dog (XM_532568). Nucleotides conserved amongst all
species are highlighted by a black background. Positions of AUG™ (V) and AUG™" (VV) are

indicated.



Supplementary Table S1 | 5’UTR sequences of transcripts encoded by different expression

vectors.

vector

5’UTR sequence

pEGFP-N3

TCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCTGC
AGTCGACGGTACCGCGGGCCCGGGATCCATCGCCACC

p5’S3-EGFP

TCAGATCCGCTAGCGCTACCGGACTCAGATCTCGAGCTCAAGCTTCGAATTCACT
AGTGATTGCGGCCGCTCAGCACTCGCTCGGGGCTCCGCAGCCGGCGCAGCCCCTC
CGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCGCAGCCGC
AGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGCCCGACCG
GGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGGTGGTGG
GGATCCTGACATCAAGGATGGGACGCCCCGGATGGAGGTTCCTGGGGCCTGGCCC
CCAACAGTATGAAGAGCCTTTACTGAGGCC

pFS3

TCAGATCCGCTAGCCCTTTACTGGCACC

pS1-FS3

TCAGATCCGCTAGCGAATTCCGAGTGACATCTGGTTAACGCCATCAAGGACAGCA
ACAATCTGAAGTCGGGGTCTCCTGTGTTGGAAGCTCGGAAAAATAAAAACCCAGA
GAGTGAGCGTCAAAGGTTACATCTGCTCTGGGGTTTGCTGAGTGTCACCTGAAGG
CCCCTGTGTCTGCTTCAGAGTGCTGCTGTTGAATGACAAAGACGCTAAGAACAGT
CTTTGCCCAAGACGGGTCTGGAACTTAACGGGGTTCCCATGACCCCTGTG
ATTGCTTCCAGTCAGCAGCTAGCCCTTTACTGGCACC

pS3-FS3

TCAGATCCGCTAGCGCGGCCGCTCAGCACTCGCTCGGGGCTCCGCAGCCGGCGCA
GCCCCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCG
CAGCCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGC
CCGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTG
GTGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGAGGTTCCTGGGG
CCTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCACC

pS3A53-124-FS3

TCAGATCCGCTAGCGCGGCCGCTCAGCACTCGCTCGGGGCTCCGCAGCCGGCGCA
GCCCCTCCGCCGGCACCATGTAACCCCGACCGGAGCCCGACCGGGCCAGGAGCCA
GTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGGTGGTGGGGATCCTGACATC
AAGGATGGGACGCCCCGGATGGAGGTTCCTGGGGCCTGGCCCCCAACAGTATGA
AGAGGCTAGCCCTTTACTGGCACC

pS3A150-FS3

TCAGATCCGCTAGAGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTA
GGATTCTGCCTGGTGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGA
GGTTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCACC

pS3A203-FS3

TCAGATCCGCTAGAGTGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATG
GAGGTTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCA
CC

puORF2+3AAG-A150-FS3

TCAGATCCGCTAGAGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTA
GGATTCTGCCTGGTGGTGGGGATCCTGACATCAAGGAAGGGACGCCCCGGAAGG
AGGTTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCAC
C

puORF2AAG-S3-FS3

TCAGATCCGCTAGCGCGGCCGCTCAGCACTCGCTCGGGGCTCCGCAGCCGGCGCA
GCCCCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCG
CAGCCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGCC
CGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGG
TGGTGGGGATCCTGACATCAAGGAAGGGACGCCCCGGATGGAGGTTCCTGGGGC
CTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCACC

puORF3AAG-S3-FS3

TCAGATCCGCTAGCGCGGCCGCTCAGCACTCGCTCGGGGCTCCGCAGCCGGCGCA
GCCCCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCG
CAGCCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGCC
CGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGG
TGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGAAGGAGGTTCCTGGGGC
CTGGCCCCCAACAGTATGAAGAGGCTAGCCCTTTACTGGCACC




pPhoLuc

TCTGGCTAACTAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCA
CTATAGGGAGACCCAAGCTGGCTAGCGTTTAAACTTAAGCTT

pS353-PhoLuc
and
pS35-PhoLuc

TAGAGAACCCACTGCTTACTGGCTTATCGAAATTAATACGACTCACTATAGGGAG
ACCCAAGCTGGCTAGAACGCGGGGAGCACTCGCTCGGGGCTCCGCAGCCGGCGC
AGCCCCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCC
GCAGCCGCAGCGCCCLCLCGGLCLCCGGGCCGCCGGCACCATGTAACCCCGACCGGAG
CCCGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCT
GGTGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGAGGTTCCTGGG
GCCTGGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCCAAGCTT

pS3

TCAGATCCGCTAGCCCTTTACTGAGGCC

pS3-S3

TCAGATCCGCTAGACGCGGGGAGCACTCGCTCGGGGCTCCGCAGCCGGCGCAGCC
CCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCGCAG
CCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGLCCCGA
CCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGGTGG
TGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGGGGTTCCTGGGGCCTGG
CCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

pS3A150-S3

TCAGATCCGCTAGACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGG
ATTCTGCCTGGTGGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGAGG
TTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

pS3A203-S3

TCAGATCCGCTAGAGTGGGGATCCTGACATCAAGGATGGGACGCCCCGGATGGG
GGTTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

puORF2+3*4%.A203-S3

TCAGATCCGCTAGAGTGGGGATCCTGACATCAAGGAAGGGACGCCCCGGAAGGG
GGTTCCTGGGGCCTGGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

puORF2*44.83

TCAGATCCGCTAGACGCGGGGAGCACTCGCTCGGGGCTCCGCAGCCGGCGCAGCC
CCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCGCAG
CCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGCCCG
ACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGGTG
GTGGGGATCCTGACATCAAGGAAGGGACGCCCCGGATGGGGGTTCCTGGGGCCT
GGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

puORF349°83

TCAGATCCGCTAGACGCGGGGAGCACTCGCTCGGGGCTCCGCAGCCGGCGCAGCC
CCTCCGCCGGGGGCTCCGCAGTGCCGGGTCCGGGAGCCCGCACTCGCTCCCGCAG
CCGCAGCGCCCCCGGCCCGGGCCGCCGGCACCATGTAACCCCGACCGGAGCCCG
ACCGGGCCAGGAGCCAGTGGTCCTGCGCCTGCTGAAGTTAGGATTCTGCCTGGTG
GTGGGGATCCTGACATCAAGGATGGGACGCCCCGGAAGGGGGTTCCTGGGGCCT
GGCCCCCAACAGTATGAAGAGCCTTTACTGAGGCC

pAAUG''-S3

TCAGATCCGCTAGCCCAGCCCGCTTTGCTGACCAACAGCAT

pAAUG'-S3

TCAGATCCGCTAGCTACCTTCCCCAGG




