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Supplementary Figure 1.A comparison of secondary structure predictiontheffull length
IkBa using different methods.
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Supplementary Figure 2.Results from JPRED analysis of the full 317 amioidl aesidues from
human kBa. Two helix-coil-helix motifs can be recognizedween residues 5-62 which is
indicative of an ankyrin repeat-like organizatidrtiee SRD.
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domTHREADER PREDI CTI ON RESULTS!

HTML formatted results can be found at:
http://bioinf.cs.ucl.ac.uk/psipred/result/ 333460

You can also view the results in a nachine printable format at:
http://bioinf.cs.ucl.ac.uk/genthreader_out put/333460. ht m

B A R I
Conf = Description of confidence |evel
Score = Raw score from SVM

p-val = Probability of false positive
Epair = Pairw se energy for nodel

Esolv = Solvation energy for nodel

Al nSc = Sequence alignment score

Al en = Length of alignnent

Dl en = Length of PDB entry

Tl en = Length of target sequence
Start = Start position of the domain
St op = End position of the donain

PDB ID = PDB identifier (+ chain code + domain code in CATH fornmat)

Confidence |evels:

CERT p-val ue < 0.0001
H CGH p-val ue < 0.001
MEDI UM p-val ue < 0.01
Low p-value < 0.1
GUESS p-value >= 0.1

CERT 11.734 2e-08 -287.9 1.6 549.5 216 216 317 73 293 1i knDOO
CERT 11.479 2e-08 -291.4 -1.3 473.4 126 126 317 108 242 1n0rA00
CERT 11.232 3e-08 -203.6 -0.7 408.8 93 93 317 141 242 1n0gB0O
CERT 11.142 3e-08 -262.6 0.3 627.0 272 404 317 1 286 1n11A00
CERT 10.815 4e-08 -295.3 -6.7 364.0 153 153 317 108 270 lawcB0O
CERT 10.750 5e-08 -373.3 -7.6 470.0 216 228 317 72 317 1k1aA00
CERT 10.541 6e-08 -240.0 -0.6 327.0 131 131 317 100 237 1lynpA00
CERT 10.521 6e-08 -336.6 -6.9 415.0 200 285 317 73 287 1wdyA00
CERT 10.505 6e-08 -279.6 -3.1 409.0 152 155 317 112 270 2bkgA00
CERT 10.471 7e-08 -380.9 -5.8 406.0 214 223 317 36 271 1uohA00
CERT 10.469 7e-08 -389.9 -4.5 405.0 204 209 317 55 272 2f8yB00
CERT 10.053 1e-07 -401.7 -4.9 351.0 215 226 317 35 274 2dznA00
CERT 9.872 1le-07 -301.0 -0.3 324.0 155 156 317 73 240 1bd8A00
CERT 9.872 1le-07 -244.9 2.0 320.0 150 162 317 83 242 1s70B01
CERT 9.559 2e-07 -189.0 0.7 299.0 122 124 317 136 267 3c5rA00
CERT 9.433 2e-07 -228.6 -2.2 298.0 123 128 317 114 242 1lycsBO1
CERT 9.431 2e-07 -186.3 -0.6 259.0 125 125 317 109 241 1bi 7B00
CERT 9.029 4e-07 -110.3 -2.1 244.0 93 93 317 40 136 1n0qgBOO
CERT 9.016 4e-07 -144.4 2.2 267.0 125 129 317 112 243 1s70B02
CERT 7.289 3e-06 -208.8 -3.0 205.0 215 254 317 15 259 1sw6A00
HI GH 5.818 2e-05 -137.0 -3.9 164.0 96 124 317 35 136 3c5rA00
HI GH 5.697 2e-05 36.1 4.7 164.0 98 126 317 4 108 1n0Or AOO
HI GH 5.411 2e-05 37.7 7.9 157.0 105 155 317 1 112 2bkgA00
H GH 4.308 9e-05 22.1 1.4 132.0 103 129 317 6 112 1s70B02
MEDIUM  4.165 1e-04 0.2 1.0 129.0 99 128 317 8 114 1lycsBO1
MEDI UM 3.991 1le-04 50.7 7.3 125.0 98 153 317 1 108 lawcB0O
MEDIUM  3.163 3e-04 78.3 2.5 108.0 91 131 317 1 98 1lynpA0O
Low 2.171 0.001 51.5 0.8 89.0 80 162 317 1 83 1s70B01
Low 1.936 0.001 0.1 2.7 84.1 15 61 317 303 317 2pwal 00
Low 1.905 0.001 -28.1 2.8 83.0 34 125 317 72 109 1bi 7B00
Low 1.464 0.002 -0.0 1.9 75.3 16 132 317 302 317 1gupA02
Low 1.131 0.004 80.0 6.0 69.0 70 285 317 1 73 1wdyA00
Low 1.061 0.004 -0.0 -0.3 68.7 15 29 317 302 317 1ubdC04
Low 1.031 0.004 -3.3 -1.0 68.7 14 205 317 301 317 1vgOAO1l
LOw 0.905 0.005 58.5 1.5 65.0 69 228 317 1 72 1k1aA00
Low 0.770 0.006 1.0 -1.4 64.2 17 115 317 299 317 2r6fA04
Low 0.692 0.006 -1.7 -1.6 62.9 15 230 317 303 317 2nvkX01
LOw 0.686 0.006 60. 7 1.3 61.0 70 216 317 1 73 1i knDOO
Low 0.427 0.008 -2.8 2.2 56.0 37 93 317 1 40 1n0gBOO
Low 0.380 0.009 -204.1 -9.2 53.0 163 196 317 65 244 1tx4A00
LOw 0.309 0.010 -39.2 -2.1 43.0 72 72 317 62 145 1pveA0O
Low 0.266 0.010 -32.9 -2.6 43.0 52 52 317 19 75 1rquAol
GUESS 0.104 0.012 32.9 4.4 50.0 52 209 317 1 55 2f8yB00
GUESS 0.103 0.012 65.8 5.0 50.0 69 156 317 1 73 1bd8A00
GUESS 0.018 0.013 -31.6 -5.0 39.0 57 57 317 208 301 1ltteA02
GUESS 0.011 0.013 -16.6 -1.2 38.0 56 56 317 209 284 1h9eA00

>>> Alignment with 1i knDOO

20 30 40 50 60
CCCCCCHHHHHCCCCCCCCCCCCCCCCCCCCCCCCCHHHHHHHCCCHHHHHCCCCCCCCC
1i knDOO  DGDSFLHLAI | HEEKALTMEVI RLAFLNFONNLQQTPLHLAVI TNQPEI AEALL GAGCDP

[0 L= A e R



1i knD0O
Query

1i knD0OO
Query

1i knD0OO
Query

70 80 90 100 110
COCCOCCOCHHHHHHHHOCHHHHHHHHHOOCCOCOCCOCCOCCOOCCCHHHHHHHCCC -
EL RDFRGNTPLHLACEQGCLASVGVL TQSCTTPHLHSI LKATNYNGHTCLHLASI HGY- -

| |
------------------------------------- MEQA- - - - AERPQEWAVEGPRDG
------------------------------------- CCCC- - - - CCOCHHHHHOCCOCC
10

120 130 140 150 160 170

- HHHHHHHHHHCOOCCCOCOCCOCCHHHHHHHCOCHHHHHHHHCCCCCOOCCOCOCCCHH

- LG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCGADVNRVTYQGYSPY
| |

L KKERL L DDRHDSGL DS- MKDEEYEQWAKEL QEI RLEPQEVPRGSEPVKQQLTED- - - - -

HHHHHHHHHHCOOCOCC- CCOCCHHHHHHHHHHCCOCCO0C0C00CCOCC0COCG - - - -
30 40 50 60 70

180 190 200 210
HHOCCOCCHHHHHHHHCOCCOCCOOCCOCOCCOCCOCCC
QLTWGRPSTR QQQLGQL TLENLQM.PESEDEESYDTE-

Percentage ldentity = 1.9

>>> Alignnment with 1n0gB00
10

1n0gBO0
Query

1n0gBO0
Query

20 30 40 50
COOCHHHHHHHCCCHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHCCC- - HHHHHHHHHC-
NGRTPL HLAARNGHL EVVKL L L EAGADVNAKDKNGRTPL HLAARNGH- - LEVWKLLLEA-
[ | | |
------------------------------ MFQAAERPQEVWAVEGPRDGL KKERL L DDRH
------------------------------ O000CE00HHHHHOO0CCHHHHHHHHHEC
20 30

60 70 80 90
COOCOCCOCCOCCHHHHHHHCCCHHHHHHHHHOCOC
GADVNAKDKNGRTPLHL AARNGHL EVVKL LLEAGAY

Percentage ldentity = 5.4

>>> Alignnent with 1tx4A00

1t x4A00
Query

1t x4A00
Query

1t x4A00
Query

1t x4A00
Query

MFQAAERPQEVWANEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

10 20 30 40 50
- - - - 0CCCCC- - OOCCHHHHHHHCOCCOCCCHHHHHHHHHHHHHC- - COCCCOO0CCC- -
- - - - PLPNQQ - FGVSLQHLQEKNPEQEPI PI VLRETVAYLQAHA- - LTTEG FRRSA- -
[ ] [ 1 1] | | |
RGSEPVWKQQLTEDGDSFLHLAI | HEEK- - - - ALTMEVI RQVKGDLAFLNFQNNLQQTPLH
COOCOOCOCCCOCOOCHHHHHHHCCCH- - - - HHHHHHHHHHHHOOCOOCOCCOCCCHHHH
70 80 90 100 110

60 70 80 90
------ CHHHHHHHHHHHHOCCOCCCCCOOCCHHHH- - - - - HHHHHHHHHCCOCOCCHHH
------ NTQUWREVQQKYNMGL PVDFDQYNAL HLPA- - - - - VI LKTFLREL PEPLL TFDL

[ [1] [ ]
LAVI TNQPE! AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCTTPHLH- - -
HHHHCOCHHHHHHHHHCOCCOCCO0CCOCCHHHHHHHCOCHHHHHHHHHCCCOOCCC - -
120 130 140 150 160 170

110 120 130 140 150
HHHHHCCCCCCHHHHHHHHHHHHCCCCHHHHHHHHHHHHHHHHHHHCHHHHCCCHHHHHH
YPHVVGFLNI DESQRVPATLQVLQTLPEENYQVLRFLTAFLVQ SAHSDONKMINTNLAV

I I | | [N
- - SI LKATNYN- - GHTCLHLASI HG - - - YLGA VELLVSLGADVNAQEPCNGRTALHLAV
- - ccceceeeee- - cCHHHHHHHHCE - - - CHHHHHHHHHCCCCCCCCCCCCCCHHHHHHH

180 190 200 210 220
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170 180 190
HHHHHHCCOOCHHHHHHCHHHHHHHHHHHHHCHHHHC - - - - - - - - < - o oo
1t x4A00  VFGPNLLWAKDAAI TLKAI NPI NTFTKFLLDHQGELF- - - - = = - == === === == = = - - -

||
Query BUENBlaccoccoacassasnaas VSLLLKCGADVNRVTYQGYSPYQL TWERPSTRI QQ

HOCCHHH - - - - == == oo oo - - HHHHHHCOCCOOOCCCO0CCHHHHHHHOOCHHHHH
230 240 250 260
EI5¢ Y Yol0) EmB e m e S S S S e B e B S S S S A e A e

Query QLGLTLENLQVLPESEDEESYDTESEFTEFTEDEL PYDDCVFGGORLTL
HHHHCCCCCCCCCCCCCCCCCCCCHHCCCCCCOCCCCCCCCCCCCCCCCC
270 280 290 300 310

Percentage ldentity = 14. 3.

>>> Alignnent with 1pveA00:

Y=Y O [ e

Query  MFQAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC

10 20 30 40 50 60
10 20 30 40
- COCOCCCCCCCOCOCCCHHHHHCOCHHHHHHHHHHHHC - - - - - - - - - - - CCHHHHHHH
1pveA00 - GSHVPLEFL RNQPQFQQVRQ! | QQNPSLLPALLQQ GR- - - = - = - = - - - - ENPQLLQQ
[ | [ | | [ ]
Query  RGSEPWKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CCCCCCCCC0CCOCOCHHHHHHHCOCHHHHHHHHHHHHHCCCOCOCCOCCCCHHHHHHHH
70 80 90 100 110 120
50 60 70

HOCHHHHHHHHHOOOCCHHHHCCCG: - - - = < = = = = = = = === mmmm e e oo
1pveA00  SQHQEHFI QUNEPVQEAGBQGEGG: - - - = === === == === === === oz o mmmo oo

I
Query TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
HCCCCCCCCCCCCCCC

COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHH
130 140 150 160 170 180

1pveAOD --------meme i

Query  YNGHTCLHLASI HGYLGI VELLVSLG
COCCHHHHHHHHCOCHHHHHHHHHCC
190 200

Percentage ldentity = 18.1.

>>> Alignnent with 1rquA0l:

10 20 30
------------------ COCHHHHHHHHC- - - - - CCCHHHHHHHHHHHHHHOCCOCCOC
1rQUADL ----m-mmeeeemeea- SI TKDQI | EAVA- - - - - ANBVNDVVEL | SAVEEKFGVSAAAA

| | |
Query  MFQAERPQEWAVEGPRDGLKKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

40 50
CCO000CO00C000G: = - = = = = = = == = = = == = == = m = e e e e e e o
1rQUADL  VAVAAGPVEAAEEKT- - - = - - = = = = m - w = e e e e e o e e e e e
|
Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CO0COCCOCCCCCOCCHHHHHHHCCCHHHHHHHHHHHHHCOOCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

e [ R e R R T

Query  TNQPEI AEALL GAGCDPEL RDFRGNTPLHLACEQGCL ASVGVLTQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC
130 140 150 160 170 180



1r quAOl
Query

1rquAOl
Query

1rquAOl
Query

YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC
190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWGRPSTRI QQQLGQL TLENLQVL PESEDEESYDTESEFTEFTE
COOCO0COCCOCHHHHHHHOCCHHHHHRHHHCOCOCCOCCOCCO0CCOCOCHHCCOCCOC
250 260 270 280 290 300

DELPYDDCVFGGQRLTL
(666006000000006666;
310

Percentage ldentity = 7.7.

>>> Alignnent w th 2f 8yB0O:
10

2f 8yB0OO
Query

2f 8yB0OO
Query

2f 8yB0OO
Query

2f 8yB0OO
Query

20 30 40 50 60
COOCHHHHOCCCCOCCOOCOCCCHHHHHHHCOCHHHHHHHHHCOOCOOCOCCOCCCHHHH
AVI SDFI YQGASL HNQT DRTGETAL HLAARYSRSDAAKRL L EASADANI QDNVGRTPLHA

70 80 90 100 110 120
HHHHCCHHHHHHHHOCCOCCOCCOOCCOCCHHHHHHHHOCHHHHHHHHHCOCCOOCCOCC
AVSADAQGVFQ LI RNRATDL DARVHDGT TPLI LAARLAVEGVLEDL| NSHADVNAVDDL

130 140 150 160 170
COCHHHHHHHC- - - CCHHHHHHHHHCCCOCCCOCOCCOCHHHHHHHHOCHHHHHHHHHCC
GKSALHWAAAV- - - NNVDAAVVL L KNGANKDMQNNREET PL FLAAREGSYETAKVL L DHF

[ | | [
AERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLE- - - - - - - - -
COOCHHHHHCCCCOCHHHHHHHHHHOCCOOCCOCOCCHHRHHHHHHHCOCG - - - - - - - -

10 20 30 40 50

180 190 200
COOCOCCOOCCCHHHHHHHOCCHHHHHHHHHC
ANRDI TDHVDRLPRDI AQGERVHHDI VRLLDEY

Percentage ldentity = 2.9.

>>> Alignment with 1bd8A00:
10

1bd8A00
Query

1bd8A00
Query

1bd8A00

20 30 40 50 60
CHHHHHHHHHHHCCHHHHHHHHHCCOCCOOCCOCOCCCHHHHCOOCCHHHHHHHHHCOOC
RAGDRL SGAAARGDVQEVRRL LHREL VHPDAL NRFGKTALQVMVFGSTAI ALELLKQGAS

70 80 90 100 110

COOCOCCOCCHHHHHHHOCC - - HHHHHHHHHOCOCCOCCOCCOOCHHHHHHHHCCHHHH

PNVQDT SGTSPVHDAART GF- - - LDTLKVLVEHGADVNVPDGTGAL Pl HLAVQEGHTAW
[ | [

- - - MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQ

- - - COCCOCCCHHHHHCCOOCCHHHHHHHHHHCOOCOOCOCCOCHHHHHHHHHHOCCOCC
10 20 30 40 50

120 130 140 150
HHHHC- CO00COOCOCCOCHHHHHHHCOCHHHHHHHHCCC
SFLAA- ESDLHRRDARGL TPLELAL QRGAQDL VDI LQGHM
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|
Query  EVPRGSEPVKQQLTED- -« -« -« -« -ccmcmcmmmannn
CCCCCCCOCOCCOoCt
60 70

Percentage ldentity = 3.8.

>>> Alignment with 1tteA02:

It eAD2 --------emmmeeceeee e eeeeeeeceeeeceeeeeeoaoeoon

Query MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

It eAD2 --------emmmeeceeee e eeeeeeeceeeeceeeeeeoaoeoon

Query RGSEPWKQQL TEDGDSFLHLAI | HEEKALTVEVI RQVKGDL AFLNFONNL QQTPLHLAVI
cceceeccccecCCCCHHHHHHACCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHH
70 80 90 100 110 120

It eAD2 --------emmmeeceeee e eeeeeeeceeeeceeeeeeoaoeoon

Query TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC

130 140 150 160 170 180
10 20
--------------------------- CCC- coeecce- - - - - - - - - = CHHHHHHHHHHC
1ltteAD2 ---------eccccmmamaaaaa NVE- ESDLYGE ---------- DHDL| DEFESQG

[ I
Query YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTALHLAVDL QNPDLVSLLLKCG
CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC

190 200 210 220 230 240
30 40 50

------------------- COHHHHHHHHHHCOC: - - - - - - COCOCCOCHHHHHHHHHHC

GGG coccnocnoons oo nos FEKDKI VEVLRRLGV- - - - - - - KSLDPNDNNTANRI | EELL

| | | [ | | |
Query  ADVNRVTYQGYSPYQLTWERPSTRI QQQL GQL TLENL QML PESEDEESYDTESEFTEFTE
(CCCOCCCOCOCCHHRHHHHOCCHHHHHHHHHCCOCCCOCOCCCOCCCOCCCHHOCCCOCT
250 260 270 280 290 300

(IREEOR [Goccocooccanasas
Query DELPYDDCVFGGQRLTL
CCCOCCCOCOCCCOCCe
310

Percentage ldentity = 21.1.

>>> Alignment with 1h9eA00:

117G 0 (S S S S PSS PSR S S PSS SIS S S SRS SRS S SIS SIS SIS SIS

Query  MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

117G 0 (S S S S PSS PSR S S PSS SIS S S SRS SRS S SIS SIS SIS SIS
Query  RGSEPWKQQLTEDGDSFLHLAI | HEEKAL TNVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
(CCOCOCCOCOCCOCOCH

HHHHHHCCCHHHHHHHHHHHHHCCOCCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

117G 0 (S S S S PSS PSR S S PSS SIS S S SRS SRS S SIS SIS SIS SIS
Query  TNGQPEI AEALL GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN



1h9eA00
Query

1h9eA00
Query

1h9eA00
Query

CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC

130 140 150 160 170 180

10 20
---------------------------- CCOCOCCOCCG - - - - - - - - CCHHHHHHHHCC
———————————————————————————— PEFLEDPSVLT- - - - - - - - - KDKLKSELVANN

| I [ ] ]
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTALHLAVDL QNPDLVSLLLKCG
CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC

190 200 210 220 230 240
30 40 50
CCCCCECC T e OCCHHHHHHHHHOCCOCOCCOCOCE: - - = - < = = === = = - -
VTLPAGEQ - - - ------- RKDVYVQLYLQHL TARNRPPLPAGT- - - - - < = < = <<= = = -
| [ | |
ADVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENL QVL PESEDEESYDTESEFTEFTE
CCOCOCCOCOCCHHHHHHHOCCHHHHHHHHHCOCOCCOCOCCOCOCCOCOCHHCOOCOCC
250 260 270 280 290 300
DELPYDDCVFGGQRLTL
CCOCOCCOCOCCOCOCC
310

Percentage ldentity = 23.2.

>>> Alignnment with 1vg0AOl

1vgOAO1
Query

1vgOAO1
Query

1vgOAO1
Query

1vgOAO1
Query

1vgOAO1
Query

1vgOAO1
Query

MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

RGSEPWKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL AFLNFONNL QQTPLHLAVI
cceceeccccecCCCCHHHHHHACCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHH
70 80 90 100 110 120

TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC
130 140 150 160 170 180

YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTALHLAVDL QNPDLVSLLLKCG
CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC
190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWERPSTRI QQOL GOL TLENLQVL PESEDEESYDTESEFTEFTE
CcceceecCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHCCCCCCC
250 260 270 280 290 300

10 20 30 40 50
COOCOCCCEEEECC- - - CHHHHHHHHHHHHCOOCEEEECCCCCOCCCOCOCCHHHHHHHH
DNLPSDFDVI VI GT- - - GLPES| | AMACSRSGQRVL HVDSRSYYGGNWASFSFSGLLSW.



60 70 80 90 100 110
HHCCCHHHHCCCCEEEEECCCCCCCCCCCCCCHHHHHHHHHHHHCCCEEECCCCEEEEEE
1vg0A01l KEYQMAQEQ LENEEAI PLSSKDFLFPLYGQGEL PQCFCRMCAVFGGE YCLRHSVQCLVW

[0 1 =] A e R PP

120 130 140 150 160 170
ECCCCCEEEEEECCCCEEECCEEEEECCCCCCCCCCCCCCCCCCCCCCCCCCCCCEEEEC
1vg0A01 DKESRKCKAVI DQFGORI | SKHFI | EDSYLSENTCSRVQYSSDI SRDCYNDLPSNVYVCS

[0 1] A e R PR

180 190 200
COOCOCCCHHHHHHHHHHHHHHOCCOCC
1vgOAOLl  GPDSGLGNDNAVKQAETLFQQ CPNEDF

QUEry  mmmmmeeememeeeeeeeeeaaaa

Percentage ldentity = 3.4.

>>> Alignment with 1k1aA00:
0 20 30 40 50 60
CCCCCHHHHHHHCCCHHHHHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHH
1k1aA00 EDGDTPLH AVVQGNLPAVHRLVNLFQQGGRELDI YNNLRQTPLHLAVI TTLPSWRLLV

[0 1 =] A e LR PR

70 80 90 100 110 120
HCOCCOCCO0CCOCCHHHHHHHOCCHHHHHHHHHHOCOOCCCCOCCCOCOCCHHHHHHHH
1k1aA00 TAGASPNMAL DRHGQTAAH_ACEHRSPTCL RAL LDSAAPGTL DLEARNYDGL TALHVAVNT

[0 1 =] A e R L R R

130 140 150 160 170
CCHHHHHHHHHCCCOCCCO0CCOCCCHHHHHHHOS- - CHHHHHHHHHC- COCCOOCCOCC
1k1aA00 ECQETVQLLLERGADI DAVDI KSGRSPLI HAVENN- - SLSWQLLLQH GANVNAQWSG
[ ] | [
OUEIY  cmeoocemoomoconoac MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSVKDEE
------------------- CCOCCCOCHHHHHOCOCCCHHHHHHHHHHOCCCOCCCOCCC
10 20 30 40

180 190 200 210 220
CCHHHHHHHHCCHHHHHHHHHCOOCCCCOCCCOCOCCOCCOCHHHHHHHOC
1k1aA00 SSALHSASGRGLLPLVRTLVRSGADSSLKNCHNDTPLM/ARSRRVI DI LRG

| |
Query  YEQWKELQE! RLEPQEVPRGSEPVKQQLTE- < - <= <<= == === === - -

HHHHHHHHHHCOOCOOCOOCO0CO0CO0COC - - - - - = - = = = = = = = - = =
50 60 70

Percentage ldentity = 3.5.

>>> Alignnent with 2r6f A04:

2116 {20 RS S SRS S S RSRPSS PSSP0 SRS S0 S SSYSS SR SPSS SRS S SRS SIS S SS S SS

Query  MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

2116 {20 RS S SRS S S RSRPSS PSSP0 SRS S0 S SSYSS SR SPSS SRS S SRS SIS S SS S SS
Query  RGSEPWKQQLTEDGDSFLHLAI | HEEKAL TNVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CCOCOCCOCOCCOCOCH

HHHHHHCCCHHHHHHHHHHHHHCCOCCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120
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2r 6f A04
Query

2r 6f A04
Query

2r 6f A04
Query

2r 6f A04
Query

2r 6f A04
Query

TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC
130 140 150 160 170 180

YNGHTCLHLASI HGYLG VELLVSL GADVNAQEPCNGRTALHLAVDL QNPDLVSLLLKCG
CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC

190 200 210 220 230 240
__________________________________________________________ CE
---------------------------------------------------------- AK
ADVNRVTYQGYSPYQL TWERPSTRI QQQL GQL TLENL QWL PESEDEESYDTESEFTEFTE
CCCCCCCOC0CCHHHHHHHCCCHHHHHHHHHCOCOCCCCCCCOC0CCOCOCHHOCOCOCC

250 260 270 280 290 300

10 20 30 40 50 60

ECC- - CHHHHCCOCOCCOCCOCCO0CCCCHHHHHHHHHHHHCCOOCCOCOCCHHHHHHHH

LEV- - DLDLVI PNDEL TLKEHAI APWEPYYPQLLEAVCRHYGH PDVPVKDLPKEQLDKI L
L [l

DELPYD- DCVFGERRLTL- == - = = == = == = w = e e e e e e e e

CO0COC- COCCCCO0COG

310

70 80 90 100 110
HCOCCCCCO0CO0C0CCOCCOCCO0CCCHHHHHHHHHHHOCCOCOCCOCCOCEEC
YGSGGEP! YFRYTNDFGQVREQY! AFEGVI PNVERRYRETSSDY! REQEKYAEQP

Percentage ldentity = 6.1

>>> Alignment with 2nvkX01

2nvkX01
Query

2nvkX01
Query

2nvkX01
Query

2nvkX01
Query

2nvkX01
Query

MFQAAERPQEVWAMEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

RGSEPVWQQL TEDGDSFLHLAI | HEEKAL TMEVI RQVKGDL AFLNFQNNL QQTPLHLAVI
CO0COCCOCCCCCOOCHHHHHHHCCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

TNQPE! AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC
130 140 150 160 170 180

YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDLQNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC
190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWGRPSTRI QQQLGQL TLENLQVL PESEDEESYDTESEFTEFTE
CO0CO0COCCOCHHHHHHHOCCHHHHHHHHHCOCOCCOCCOCCOOCCOCOCHHCCOCCOC
250 260 270 280 290 300
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2nvkX01
Query

2nvkX01
Query

2nvkX01
Query

2nvkX01
Query

10 20 30 40 50
- OCCCEEEECCCHHHHHHHHHHHHCCCCEEEECOCCOCCCCCOCCCOCCHHHHHCHHHH
- - YDYDLI VI GGGSAGLACAKEAVL NGARVACL DFVKPTPTL GTKWGVGGT CVAVGC! PK
(L1l |
DELPYDDCVFGEQRLTL - - = = - = = == = == = = = e o e e e e e e
COCCOCCOCCOCCO0CE

310

70 80 90 100 110
HHHHHHHHHHHHHHHHHHHCCOCCCOCCOCCHHHHHHHHHHHHHHHHHHHHHHHHHCCCEE
KLMHQASL L GEAVHEAAAYGARVDDKI KPDWHKL VQSVQNHI KSVNVW/TRVDL RDKKVEY

130 140 150 160 170
ECEEEEEEECCEEEEEECCCCEECCCCEEEECCCEECCCEECCCCCCCCCCCCCCCCCCC
| NGLGSFVDSHTLLAKLKSGERTI TAQTFVI AVGGRPGRKGL VDDLNL PNAGVTVQKDKI

190 200 210 220 230
COOCOCCOCCOCEEECCOCOCCOCCCHHHHHHHHHHHHHHHHOCCCCCOOCC
PVDSQEATNVANI YAVGDI | YGKPEL TPVAVLAGRLLARRL YGGSTQRVDYK

Percentage ldentity = 2.6

>>> Alignment with 1i knDOO:

1i knDOO
Query

1i knDOO
Query

1i knDOO
Query

1i knDOO
Query

1i knDOO
Query

1i knDOO

MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

10 20 30 40
------------ (OCOCCCHHHHHCOCCOOCCOOC: - - - - CCCOCCCCCOOCCCHHHHHHH
"""""" i
RGSEPWKQQL TEDGDSFLHL VI RQVKGDLAFL NFQNNLQQTPLHLAVI
CCCI:Q:CCI:Q:CCI:CIHHHHHHFCCIMHHHHHHHHHHHH&:CG:&:CCI:&:O%HHHHHH
70 80 90 100 110 120

50 60 70 80 90 100

COCHHHHHOCCCCO0COOCOCCOCCCHHHHHHHHOCHHHHHHHHHCOOCOCCOCCOCCOC

intihipodyinigmmyehetipdm

TNQPEI AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCT TPHL

OO0 HH 1 F+0000CEE000000CHHHEH H000HHHHH FO000CRE0000000C
130 140 150 160 170 180

110 120 130 140 150 160
COOCCHHHHHHHCOCHHHHHHHHHHOCCOOCCOCOCCOCHHHHHHHCOCHHHHHHHHCCC
O L T E U T e L T T
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COCCHHHHHHHHCOCHHHHHHHHHCOCCOOCOOCOCCCHHHHHHHHCOCHHHHHHHHHCC
190 200 210 220 230 240

170 180 190 200 210
CCCOOCCCCCOCHHHHCOCCCCHHHHHHHHCCOCOCCOC0CCO00C0Co0CCG - - - - - -
ADVNRVTYQGYSPYQL TWERPSTRI QQQLGQL TLENL QUL PESEDEESYDTE- - - - - - - -
|||II|||II|||II|||II|||II|||II|||II|||II|||II|||II||

QL TWWGRPST

QVLPESEDEESYDTESEFTEFTE
HHHHHHCCCHHHHHHHH HCCCCCCC
250 260 270 280 290 300
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Query DELPYDDCVFGGQRLTL
CCOCCCOOCOCCCOCCe
310

Percentage ldentity = 99.1.

>>> Alignnment wi th 1n0r AOO

INOrADD - ----c-mmecmmceccmeeeeeceeee e eeeeceeeeeeoaoeoon

Query MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

10
----------------------------------------------- CC- - CCHHHHHHH
AA7AEY eosomosomosnaaanasanasanasacaancaanaaanana0a0ne NG - RTPLHLAAR
| RARRY
Query  RGSEPWKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CCCCCCCOC0CCOCCCHHHHHHHCOCHHHHHHHHHHHHHCCCOCOCCOCCCCHHHHHHHH

70 80 90 100 110 120
20 30 40 50 60

HCCHHHHHHHHHHCOCCOCCOCCOCCHHHHHHHHOCHHHHHHHHHCOOCOC - - - - - ccc

1n0r AOO  NGHLEVVKL LL EAGADVNAKDKNGRT PLHLAARNGHL EVWWKLLL EAGADVN- - - - - - AKD

I [ I I 1 A |
Query  TNQPEI AEALLGAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCOCOCCCOCCHHHHHHHCCCHHHHHHHHHCCOCOCCCOCCCOCC
130 140 150 160 170 180

70 80 90 100 110 120
COOCCHHHHHHHCOCHHHHHHHHHCOCCOOCC- COCCOCHHHHHHHCOCHHHHHHHHHHC
1n0r AOO  KNGRTPLHLAARNGHL EVWKLL L EAGADVNAK- DKNGRTPLHLAARNGHLEVVKLLLEAG

[ I I B R AR YRR [ 1]
Query  YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDLQNPDLVSLLLKCG

CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC
190 200 210 220 230 240

INOrADD  AY---c-c-cmomcecemee e e cee oo eeeecceceomeeoaeooon
Query ADVNRVTYQGYSPYQL TWGRPSTRI QQQL GOL TLENL QVL PESEDEESYDTESEFTEFTE
HCCCCCCOCCCCCCCCCOCCCHHCCCCOCC

CcececcCCCCCHHHHHHHCCCHHHHHHHH
250 260 270 280 290 300

InOrA00  -----c----ccnnen-
Query DELPYDDCVFGGQRLTL
Ccococcoececocece

310

Percentage ldentity = 46.0

>>> Alignnent with 1n0gB00

iR [0 o] =10 L0 e e R L

Query  MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

iR [0Te] =0 L0 e e LR R T

Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CO0COCCOCCCCCOOCHHHHHHHCCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH

70 80 90 100 110 120

10 20 30
-------------------- C- - COCHHHHHHHCCCHHHHHHHHHHCCCCC- - - - - - CCC
AN0qB0OMEEEEEEEEEELEELELELLL N- - GRTPLHLAARNGHL EVWKLLL EAGADUN- - - - - - AKD

[ A I |
Query  TNQPEI AEALLGAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
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1n0gBO0
Query

1n0gBO0O
Query

1n0gBO0O
Query

CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC
130 140 150 160 170 180

40 50 60 70 80 90
COOCCHHHHHHHCOCHHHHHHHHHCCCCOOCC- COCCOCHHHHHHHOOCHHHHHHHHHCC
KNGRTPLHLAARNGHL EVVKL LL EAGADVNAK- DKNGRTPLHLAARNGHLEWKLLLEAG

O I I I e I R A A Y [LLL T [ 1]
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COCCHHHHHHHHCOCHHHHHHHHHCOCCOOCOOCOCCCHHHHHHHHOOCHHHHHHHHHCC

190 200 210 220 230 240
(CChooomooonon000000000000000000000000000000006000000000000000
Nfososononosaacanansnananasacasanasacaancaaneaanasa0a0a0n0E
|
ADVNRVTYQGYSPYQL TWERPSTRI QQQL GQL TLENL QWL PESEDEESYDTESEFTEFTE
CCCCCCCOCOCCHHHHHHHCCCHHHHHHHHHCOCOCCCCCCCOC0CCOCOCHHOCOCOCT

250 260 270 280 290 300
DELPYDDCVFGGQRLTL
CCCCCCCOC0CCOCCCC

310

Percentage ldentity = 47.3

>>> Alignment with 1n11A00

1n11A00
Query

1n11A00
Query

1n11A00
Query

1n11A00
Query

1n11A00
Query

1n11A00
Query

20 30 40 50 60
CCHHHHHHHHCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHHCCCCC
LTPLHVASFMGHLPI VKNL LQRGASPNVSNVKVETPL HVAARAGHT EVAKYL LQNKAKVN

70 80 90 100 110 120
ceeccCCCHHHHHHHHCCHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHHCCHHHHHHHHH
AKAKDDQTPLHCAARI GHTNWKL LL ENNANPNLATTAGHTPLHI AAREGHVETVLALLE

130 140 150 160 170
CCCCCCCCCCCCCCHHHHHHHCCC- - - HHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCC
KEASQACMIKKGFTPLHVAAKYGK- - - VRVAEL L L ERDAHPNAAGKNGL TPLHVAVHHNN

| [ | |
——————— MFQAAERPOEWAMEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI R
------- cceccecCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCC

10 20 30 40 50

180 190 200 210 220 230
HHHHHHHHHHCCCCCCCCCCCCCHHHHHHHCCC:- - - - HHHHHHHHHCCCCCCCCCCCCCC
LDl VKLLLPRGGSPHSPAWNGYTPLHI AAKONQ- - - - VEVARSL LQYGGSANAESVQGVT

| [ 11 [l
LEPQEVPRGSEPWKQQL TEDGDSFLHLAI | HEEKAL TMEVI RQVKGDL AFL NFQNNL QQT
CCCCCCOCCOCCCCCCOCCOCCCH HCOCCCCCCOCCCOCH

HHHHHHCCCHHHHHHHHHHHH
60 70 80 90 100 110
240 250 260 270 280 290

HHHHHHHCOCHHHHHHHHCCOCCOOCCOCOCCCHHHHHHHHCCHHHHHHHHHHOCCCG: -

PLHLAAQEGHAEMVAL L L SKQANGNL GNKSGL TPLHL VAQEGHVPVADVLI KHGVM/D- -

L1111 | [ | [ LI | ||

PLHLAVI TNQPEI AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCTTPHLH

HHHHHHHCOCHHHHHHHHHCOCCOOCOOCOCCCHHHHHHHCCOCHHHHHHHHHCOOCCOCC
120 130 140 150 160 170

300 310 320 330 340
- - - - OCCOCCOCHHHHHHHCCCCHHHHHHHHCCCOCCOCCC- CCOCHHHHHHHCOCHHHH
- - - - ATTRMGYTPLHVASHYGNI KLVKFLLQHQADVNAKTK- LGYSPLHQAAQQGHTDI V
NN R | | [1]]] [ I
SI LKATNYNGHTCLHLASI HGYLG VEL LVSL GADVNAQEPCNGRTAL HLAVDLQNPDLY
CCCCCCOOCOCHHHHHHHHOCCHHHHHHHHHCCCCCOOCOCCOOCHHHHHHHHCCCHHHH
180 190 200 210 220 230

350 360 370 380 390 400
HHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHHCCCCCCCCCCCCCCCCCCE -
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14



1n11A00 TLLLKNGASPNEVSSDGTTPLAI AKRLGY! SVTDVLKVWTDETSFVLHRVBFPETVDE- -
8 I A (O S I [ 1] | [l

Query SLLLKCGADVNRVTYQGYSPYQLTWERPSTRI QQQLGQLTLENLQVL- - - - - PESEDEES
HHHHHCCCCOCCOCCCCCCHHRHHHHCCCHHHRRHHHHCOCCOCCCG: - - - - CCOCCCCC
240 250 260 270 280
SITASVARD) cocsscscoosoocacanaonoaaoaams

Query YDTESEFTEFTEDELPYDDCVFGGQRLTL
CCCHHCCCCCCCCCCCCCCOCCCCoecee
300 310

Percentage ldentity = 23.0.

>>> Alignnent with lawcB00:

= o =0 [ e R R T R

Query  MFQAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

10
----------------------------------------------- C- - HHHHHHHHHH
1AWCBOO - === === m = m e e e e D- - LGKKLLEAAR

[
Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CO0COCCOCCCCCOCCHHHHHHHOCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH

70 80 90 100 110 120

20 30 40 50 60
HCCHHHHHHHHHHCCCCC- CCCCCCCHHHHHHHHCCHHHHHHHHCCCCCCC- - - - - - ccC
lawcB00 AGCDDEVRI LVANGAPFT- TDW.GTSPLHLAAQYGHFSTTEVLLRAGVSRD- - - - - - ART

| [ [T [ |
Query  TNQPEI AEALL GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC

130 140 150 160 170 180

70 80 90 100 110 120
CCCCCHHHHHHHHCCHHHHHHHHCCCCOCOCCCOCC- CCHHHHHHHCOCHHHHHHHHHCC

1awcBOO  KVDRTPLHVAASEGHANI VEVL LKHGADVNAKDVLK- MTALHWATEHNHQEVVELLI KYG
[ O R N I R AN LLT] [ 1]

Query  YNGHTCLHLASI HGYLG VELL VSLGADVNAQEPCNGRTAL HLAVDLQNPDLVSLLLKCG
CCOCHHHHHHHHCCCHHHHHHHHHCCCOCOCCCOCCCCHHHHHHHHCOCHHHHHHHHHCC

190 200 210 220 230 240

130 140 150
COOCOCCOCCCCHHHHHHHOCCHHHHHHHG - - = - - - - e e e e e e e e
1awcBOO  ADVHTQSKFCKTAFDI SI DNGNEDLAEI LQ - - - - = = == == = === = oo m o e e oo

(1] I
Query  ADVNRVTYQGYSPYQLTWERPSTRI QQQL GQL TLENL QUL PESEDEESYDTESEFTEFTE
COOCOCCOCCOCHHHHHHHOCCHHHHHHHHHCOCOCCOCCOCCO0CCOCOCHHCCOCCOC
250 260 270 280 290 300

fEE=)) cocooccccoacacoac
Query DELPYDDCVFGGQRLTL
CCCCCCCOCCCCCCCCe

310

Percentage ldentity = 29.4.

>>> Alignment with 1k1aA00:

10 S S S S S S S PSS PSTRSSPS PSSR S SRS SIS S SIS SIS SRS SIS

Query  MFQAAERPQEWAVEGPRDGLKKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCCOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

10 20 30 40

----------- COCOCHHHHHHHCOCHHHHHHHHHHHHHCOCCOCCCOCCOCCHHHHHHH

1K1aA00 - ------n--- EDGDTPLH AVWQGNL PAVHRLVNL FQQGGREL DI YNNLRQTPLHLAVI
LI 11 [ T TErerrr
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Query

1k1aA00
Query

1k1aA00
Query

1k1aA00
Query

1k1aA00
Query

RGSEPVWQQLTEDGDSFLHLAI | HEEKAL TMEVI RQVKGDL AFLNFQNNL QQTPLHLAVI
CO0COCCOCCCCCOOCHHHHHHHOCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

60 70 80 90 100
CCCHHHHHHHHHCCCCCOCOCCCOCCHHHHHHHOCCHHHHHHHHHHCOCOCCCC- - COCC
TTLPSVVRLLVTAGASPNVAL DRHGQTAAHLACEHRSPTCLRALL DSAAPGTLDL - - EARN
|| N S N A || | [ |
TNGPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCOCOCCCOCCHHHHHHHCCCHHHHHHHHHCCOCOCCCOOCCOCC

130 140 150 160 170 180

110 120 130 140 150 160
COCCCHHHHHHHHOCHHHHHHHHHCOCCOCCCOCOCCOCHHHHHHHOOCHHHHHHHHHCC
YDGL TALHVAVNTECQETVQLL LERGADI DAVDI KSGRSPLI HAVENNSLSM/QLLLQHG
LT AR [ L1
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDLQNPDL VSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC

190 200 210 220 230 240

170 180 190 200

CCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHCG - - - - CCOCOCOCE: = === m = e e e e e =

ANVNAQWYSGSSAL HSASGRGLLPLVRTLVRSG - - - - ADSSLKNCH- - - - = - = == - - - -

[ 1] I 1] | |

ADVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENLQVL PESEDEESYDTESEFTEFTE

CCOCCCCOCCCCHHHHHHHOCCHHHHHHHHHCCCOOCCCOCCOOCCCOCCCHHCOOCCCC
250 260 270 280 290 300

210 220
__________ CCCCCCCCCCHHHHHHHCC
.......... NDTPLMWVARSRRVI DI LRG

|
DELPYDDCVFGGQRLTL- - - - - = - - - - - -
CCCCCCCOCOCCOCCCC

310

Percentage ldentity = 31.6.

>>> Alignment with 1ynpAO0O:

1ynpA00
Query

1ynpA00
Query

1ynpA00
Query

1ynpA0O
Query

1ynpA00
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC

10 20 30 40 50 60
10 20
--------------------------------------- CCCOCCOCOCCOCCHHHHHHH

--------------------------------------- RATDLDARVHDGTTPLI LAAR
| LI ]

RGSEPVWKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL AFLNFQNNLQQTPLHLAVI

CO0CO0CO0CCCCOCCHHHHHHHOCCHHHHHHHHHHHHHCOOCOOCCOCOCCHHHHHHHH

70 80 90 100 110 120

30 40 50 60 70
HCOCCHHHHHHHOCOCCOCCOCCOOCHHHHHHHCOCHHHHHHHHHCCOCOCCG: - - - - - c
LALEGMLEDL| NSHADVNAVDDL GKSAL HWAAAVNNVDAAVVL L KNGANKDM - - - - - N

L | | [ || I
TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
HCCOCOCCCOCCCOCC

COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHH
130 140 150 160 170 180

80 90 100 110 120 130
COCCCHHHHHHHHOCHHHHHHHHHCOCCOOCS- COCCOCHHHHHHHCCCHHHHHHHC - -
NKEETPLFLAAREGSYETAKVL L DHFANRDI T- DHVDRLPRDI AQERVHHDI VRLLD- - -

[ . | | | I L] ]
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCOOCOCCCHHHHHHHHCOCHHHHHHHHHCC

190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWERPSTRI QQQL GQL TLENL QWL PESEDEESYDTESEFTEFTE
COOCO0COCCOCHHHHHHHOCCHHHHHRHHHOOCOCCOCCOCCO0CCOCOCHHCCOCCOC
250 260 270 280 290 300
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Query DELPYDDCVFGGQRLTL
(666006000000006666;
310

Percentage ldentity = 22.9.

>>> Alignnent with 1wdyA00:

Iy 0 ) eSS S PSS SRS S S PSS SIS SRS SRS S SIS SIS S SIS SRS

Query  MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCCC

10 20 30 40 50 60
10 20 30 40
------------ CHHHHHHHHHHHHHCCC- - - - HHHHHHHHHCOOCCOCOCCOCCOCHHH
IWYyAOQD - ------m- e AAVEDNHLLI KAVQNED- - - - VDLVQQL L EGGANVNFQEEEGAM PLH

[ | [ 111 L]
Query  RGSEPVKQQLTED- - - GDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQ NNLQQTPLH
COOCOOCO0COCG- - - COCHHHHHHHCCCHHHHHHHHHHHHHCOOCOOCS: COCCCHHHH
70 80 90 100 110

50 60 70 80 90
HHHHCOCHHHHHHHHHCOCCOCCOOCCOCCHHHHHHHHOCHHHHHHHHHOCCOCG - - - -
1wdyA00  NAVQVBREDI VELL L RHGADPVL RKKNGATPFLLAAI AGSVKLLKLFLSKGADUN- - - - -
[ N A I T A Y O A
Query  LAVI TNQPEI AEAL LGAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI L
HHHHCOCHHHHHHHHHCOCCOCCO0COOCCHHHHHHHCOCHHHHHHHHHCOCCOOCCOCC
120 130 140 150 160 170

110 120 130 140 150
- COCOCCOCHHHHHHHCCCHHHHHHHHHCCCCCOOCCOCCHHHHHOCCOOCCHHHHHHHH
1wdyAOO - ECDFYGFTAFMEAAVYGKVKAL KFL YKRGANVNL RRKTKEDQERL RKGGAT AL MDAAEK
| | [ [ 1] 1]
Query  KATNYNGHTCLHLASI HGYLG VELLVSLGADVNAQEPG- - - - = < - = = === === === - - -
COOCOCCCHHHHHHHHOOCHHHHHHHHHOOCOOCO0COG: - - = - - = = = < = = < == < - = = - -
180 190 200 210

170 180 190 200 210
CCHHHHHHHHHCCOOCCOCOCCOCCCHHHHHHHCOCCOCHHHHHHHHHHOCCOCCOCCOC
1wdyAOO  GHVEVLKI LLDEMZADVNACDNVGRNAL | HAL L SSDDSDVEAI THLLLDHGADVNVRGER

[0 11T A e L TR N

230 240 250 260 270
COCHHHHHHHCCCHHHHHHHHHOCCCCCOOCCOCOCCHHHHHHHOCCHHHHHHHHHHOCC
1wdyAOO  GKTPLI LAVEKKHLGLVQRLLEQEH! EI NDTDSDGKTALLLAVELKLKKI AELLCKRGAS

LI [l 11 | | | [
Query  GRTALHLAVDLQNPDLVSLLLKC- GADVNRVTYQGYSPYQLTWGRPSTRI QQQLGQLTLE
CCHHHHHHHHCCCHHHHHHHHHC- COCCOOCCOCOCCHHHHHHHOCCHHHHHHHHHCOOC
220 230 240 250 260 270

1wdyA0Q - ---- TDOGDLV- - - < = - = < wm e mm e e e
|
Query  NLQVLPESEDEESYDTESEFTEFTEDELPYDDCVFGGQRLTL
CCOCOCCOCOCCOCOCHHCOCCOCOCCOCOCCOCOCCACOCC
280 290 300 310

Percentage ldentity = 18.9.

>>> Alignnent w th 2bkgA00:

P (61010 B S5 £ 55 IS B IR 5 LIS e G IR B I I S G I B S B S S B S S S

Query MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

--------------------------------------------------- CHHHHHHHH
s s SDLGKKLLE
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Query

2bkgA00
Query

2bkgA00
Query

2bkgA00
Query

2bkgA00
Query

|
RGSEPVKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQ: - - TPLHL
CO0COCCO0CCCCOCCHHHHHHHOCCHHHHHHHHHAHHHCCOCOOCCOCOCC: - - HHHHH
70 80 90 100 110

20 30 40 50 60
HHHHCCHHHHHHHHHHCOCCOCCOOCCOCHHHHHHHHOCHHHHHHHHHCCOOCOOCC: - - -
AARAGQDDEVRI LMANGADVNAEDTYGDTPLHLAARVGHLE! VEVLLKNGADVNAL - - - -
| | [ 1] [ I L I e
AVI TNQPE| AEAL L GAGCDPEL RDFRGNTPL HLACEQGCLASVGVL TQSCTTPHLHSI LK
HHHCCCHHHHHHHHHCCOCCOCCOOCCOCHHHHHHHCCCHHHHHHHHHCCOCCOOCCOCC
120 130 140 150 160 170

70 80 90 100 110 120
- - CO0CCCHHHHHHHCCCHHHHHHHHHOOCCCCC- COOCOCCHHHHHHHOCCHHHHHHHH
- - DFSGSTPLHLAAKRGHLEl VEVLLKYGADVNA- DDTI GSTPLHLAADTGHLEI VEVLL
LDt e [ LI | 1]
ATNYNGHTCLHLAS| HGYLG VEL LVSLGADVNAQEPCNGRTALHLAVDLQWPDLVSLLL
COOCOCCHHHHHHHHCOCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHHOCCHHHHHHHH
180 190 200 210 220 230

130 140 150
HOCCOCCOCOCCOCCHHHHHHHOCOCCHHHHCG: - - - < - == <<= s = o s o e oo e oo
KYGADVNAQDKFGKTAFDI S| DNGN- DLAE] L= - - = = <= == =< c o2 oc o oe oo
AN [ |
KCGADVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENLQVL PESEDEESYDTESEFTE
HOCCOCCOCOCCOCCHHHHHHHOCCHHHHHHHHHOCCOCOCCOCOCCOCOCCOCHHCOCT
240 250 260 270 280 290

FTEDELPYDDCVFGGQRLTL
(666000000000066666060;
300 310

Percentage ldentity = 35.5

>>> Alignment with 1uohA00

1uohA00
Query

1uohA00
Query

1uohA00
Query

1uohA00
Query

1uohA00
Query

10 20
----------------------------------- CCCOCHHHHHHHCCCHHHHHHHHHH
----------------------------------- CVSNLMVCNLAYSGKLEELKESI LA

|
MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGLDSMKD- - - - - - - - - EEYEQWKELQE

CCOCOCCCHHHHHCOCCOCHHHHHHHHHHOCCOCOCCOG: - - - - - - - - CCHHHHHHHHHH
10 20 30 40 50

30 40 50 60 70

CHHHHHG- - - - - - - - - - - CCOCCOCHHHHHHHHOG: - - - HHHHHHHHHHCCCCOCCCCOC

DKSLATR- - < - < = - = - - - TDQDSRTALHWACSAGH- - - - TEI VEFLLQLGVPVNDKDDAG

| [l | |
| RLEPQEVPRGSEPVKQQL TEDGDSFLHLAI | HEEKALTMVEVI RQVKGDLAFLNFONNLQ
ccecoceccecccceeccccCcCCCCHHHHHHHCCCHHHHHHHHHHHHHCCCCCCCCCCCC
60 70 80 90 100 110

80 90 100 110 120 130
CCHHHHHHHHCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHCCCCCC
V\SlPI_ :—H |AASAGRD:EI VKlAI_ I_lGKlGAQ\/ NAVI\Q\I|GC|T|P;_ |HYiAASKNRHEI AVIV:. LEGGANPD
QTPLHLAVI TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPH
CHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCC

120 130 140 150 160 170

140 150 160 170 180
------ coececcCCHHHHHHHCCCHHHHHHHHHCCCCCCCC- CCCCCCHHHHHHHCCCHH
—————— lAKDHYEAlTAI\/FRiAAAKlG\Ii_ KM Hi ;_ LYYKlASTlNI |Q DTElGNiI'Pi_ thACIDEERVE
LHSI LKATNYNGHTCLHLASI HGYLG VELLVSL GADVNAQEPCNGRTALHLAVDL QNPD
cceceecccCCCCHHHAHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHH
180 190 200 210 220 230

190 200 210 220
HHHHHHHCCOCCCCOCCCCOCHHHHCCOCHHHHHHHHHCG - - - - - - - - - oo o -
EAKLLVSQGAS! YI ENKEEKTPLQVAKGGLGLI LKRWEG: - - = - = = == = == = = == = = - -

[

LVSLLLKCGADVNRVTYQGYSPYQLTWGRPSTRI QQQLGQL TLENL QVL PESEDEESYDT

HHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCC
240 250 260 270 280 290
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1uohA00
Query

ESEFTEFTEDEL PYDDCVFGGORLTL
HHCCCCCCCCCCCCCCCCCCCCCCCC
300 310

Percentage ldentity = 22.4.

>>> Alignnent w th 2f 8yB00:

2f 8yB0OO
Query

2f 8yB0OO
Query

2f 8yB0OO
Query

2f 8yB0OO
Query

2f 8yB0O
Query

2f 8yB0OO
Query

MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

10 20 30 40 50
HHHHCCCC- CCCCCCCCCCCHHHHHHHCCC- - - - HHHHHHHHHCCCCCCCCCCCCCCHHH
DFI qu?AS— LHNlQTDRTlG:_TA;_ thAARYSR— S0 SDAAKRLLEASlADAlNI PDPNG?F’F;.F
- - - - RGSEPVWKQQL TEDGDSFLHLAI | HEEKALTMVEVI RQVKGDLAFLNFONNLQQTPLH
- - - - CccocccceccCCCCCHHHHHHHCCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHH
70 80 90 100 110

70 80 90 100 110
HHHHHCCHHHHHHHHCCCCCCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHCCCCCC- - - -
AlAl\/SADA@VFQ i_l RNRAT;DL DAFWDFTF’F;_I i_lAARLAVEG\/LED;_I N|SHADVN- S0
LAVI TNQPEI AEAL L GAGC- DPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI
HHHHCCCHHHHHHHHHCCC- CCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCC

120 130 140 150 160 170

120 130 140 150 160 170
- - CCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCC- CCCCCCHHHHHHHHCCHHHHHH
=c |AVDDL |G<SA;_ |H\/\lAAAVNN\/DAAW;_ L Kl\Kl?»lANKDlle NNREEll'P;_ F;_iAARECBYETAKV
LKATNYNGHTCLHLASI HGYLG VEL L VSL GADVNAQEPCNGRTAL HLAVDL QNPDL VSL
ceececCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHH
180 190 200 210 220 230

180 190 200
HHHCCOCCOOCOOCOCCHHHHHHHOCCHHHHHHHHHC - - < - = < - - < - < - o oo

[l | | | [

LLKCGADVNRVTYQGYSPYQL TWGRPSTRI QQQLGQL TLENL QVL PESEDEESYDTESEF

HHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHCC
240 250 260 270 280 290

TEFTEDELPYDDCVFGGORLTL
(6006000060000 00006000;
300 310

Percentage ldentity = 23.0.

>>> Alignment with 2dznA00:

2dznA00
Query

2dznA00
Query

10 20
---------------------------------- COHHHHHHHCOCHHHHHHHHHHC - -
---------------------------------- NYPLHQACVENEFFKVQEL L HSK- - -

| |
MFQAAERPQEVWAMEGPRDGL KKERL L DDRHDSGLD- - - - - SMKDEEYEQWHKEL QEI RLE
COOCOCCCHHHHHOOCCOCHHHHHHHHHHOCCOCG - - - - COOCOCHHHHHHHHHHCOCC
10 20 30 40 50
30 40 50 60 70

-------- COCCCCOCCOOCCHHHHHHHCOC - - - HHHHHHHHHCOCOCOCCCOCCCOCC
-------- PSLLLQKDQDGR! PLHWEVSFQA- - - - HEI TSFLLSKVENVNL DDYPDDSGV
[
PQEVPRGSEPWKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNF- - - QNNLQQ
CCOCCCO0CCO0CCOCCOOCCHHHHHHHCOCHHHHHHHHHHHHHCCOOCOC- - - CCCOCC
60 70 80 90 100 110

80 90 100 110 120 130
CHHHHHHHHCCHHHHHHHHCCCCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCC
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2dznA00
Query

2dznA00
Query

2dznA00
Query

2dznA00
Query

TPFH ACSVGNL EVVKSL YDRPLKPDLNKI TNQGVTCLHLAVGKKWFEVSQFLI ENGASV
LT | | | [T |

TPLHLAVI TNQPE!I AEALL GA- - GCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTP
HHHHHHHHCOCHHHHHHHHHC- - CCCCCCOCCOCCCHHHHHHHCCCHHHHHHHHHCCCCC

120 130 140 150 160 170

140 150 160 170 180
C--nn- CCOCCCOCHHHHHHHOCCHHHHHHHHOCCCOCCCOOCOOCCCHHHHHHHOOCH
Ro----- I KDKFNQ' PLHRAASVGSLKLI EL L CGLGKSAVNWODKQGM PLFHALAEGHG

[ A [ L1
HLHSI LKATNYNGHTCLHLASI HGYLGl VEL LVSLGADVNAQEPCNGRTAL HLAVDLQNP

cceceeeccCCCCCHAHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCH
180 190 200 210 220 230

190 200 210 220
HHHHHHHHHHCCCCCCCCCCCCCHHHHCCCCG- - - - HHHHHHCCG - - - - - - - - - - - - - -
;DAAVi_ ;_VEKYlGlAEYDLl\/DNKlGAKAED\/AL NEQ - - - VKKFFLNNV- = = - == e e c e o m -
DLVSLLLK- CGADVNRVTYQGYSPYQL TWGRPSTRI QQQL GOL TLENLQVL PESEDEESY
HHHHHHHH- CCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCC

240 250 260 270 280

DTESEFTEFTEDEL PYDDCVFGGORLTL
CCHHCCCCCCCCCCCCCCCCCCccoeee
300 310

Percentage ldentity = 19.5

>>> Alignment with 1bd8A00:

1bd8A00
Query

1bd8A00
Query

1bd8A00
Query

1bd8A00
Query

1bd8A00
Query

1bd8A00
Query

MFQAAERPQEVWAMEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

10 20 30 40
------------ CHHHHHHHHHHHCC- - - - HHHHHHHHHOCCOCOCCOCOCCOCHHHHC-
------------ RAGDRL SGAAARGD- - - - VQEVRRL LHREL VHPDAL NRFGKTAL QUM
[ | | | | |
RGSEPVWQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGD- LAFLNFQNNLQQTPLHLAV
CO0COCCOCCCCCOOCHHHHHHHOCCHHHHHHHHHHHHHC- CCOCCOOCOCCCHHHHHHH
70 80 90 100 110

50 60 70 80 90
CCCCHHHHHHHHHOCCCOCOCCCOCCCHHHHHHHCCCHHHHHHHHHCOCOCCCC - - - - -
MFGSTAI AL ELLKQGASPNVQDTSGT SPVHDAART GFLDTLKVLVEHGADVNVP- - - - - -

[ Y 1 N N I Y A I A I y
| TNQPE| AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVL TQSCTTPHLHS| LKAT
HCOCHHHHHHHHHCCOCCCOCCOCCOCHHHHHHHCOCHHHHHHHHHCCCOCCOCCOCCCC

130 140 150 160 170

100 110 120 130 140 150
COCCOCHHHHHHHHCCHHHHHHHHC- CO00COC- OOCOCCHHHHHHHOCCHHHHHHHHCC
DGTGAL P HLAVQEGHTAVWSFLAA- ESDLHRR- DARGL TPLEL AL QRGAQDLVDI LQGH
I [ [ | I [ 11Tl [l |
NYNGHTCLHLASI HGYLG VELLVSL GADVNAQEPCNGRTAL HLAVDLQNPDLVSLLLKC
COOCCHHHHHHHHOCCHHHHHHHHHOCCOOCOOCOCCOCHHHHHHHHOCCHHHHHHHHHC

190 200 210 220 230
(€ oooooo0000000000000000000000000000000000005000000000000000
Vb = = = o m e o e e e e e e e e e e e e e e e meeeeeaos
GADVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENLQML PESEDEESYDTESEFTEFT
CO0COCCOCCOCCHHHHHHHCCCHHHHRHHHHOCOCCOCCOCCO0CCOCOCCHHOOCCOC

250 260 270 280 290
EDEL PYDDCVFGGQRLTL
COOCOCCOCCCOCO0CCC

310
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Percentage ldentity = 25.0.

>>> Alignnent with 1s70B01:

1s70B01
Query

1s70B01
Query

1s70B01
Query

1s70B01
Query

1s70B01
Query

1s70B01
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC

10 20 30 40 50 60
10 20 30
---------------------- COCHHHHHHHHHHHHHHHHCOCCCCOCOCCOCOCCOCC
---------------------- MKMADAKQKRNEQL KRW GSET DL EPPVWKRKKTKVKF
| | | |
RGSEPVKQQL TEDGDSFLHLAI | H- - EEKALTVEVI RQVKGDLAFL- - - - - - - - - NFQNN
CCCOOCCCCCOCCOCCHHHHHHHC - COHHHHHHHHHRHHHCCOOC - - - - - - - - cocee
70 80 90 100
50 60 70 80 90

CHHHHHHHHHHHCCHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHOCCHHHHHHHHHCOOC
DDGAVFLAACSSGDTEEVL RLLERGADI NYANVDGL TALHQAC! DDNVDM/KFLVENGAN
I | [ 1| [ ] 1] | |
LQQTPLHLAVI TNQPEI AEAL L GAGCDPEL RDFRGNTPL HLACEQGCLASVGVL TQSCTT
COCHHHHHHHHCCCHHHHHHHHHCCOCCOOCCOCOCCHHHHHHHOCCHHHHHHHHHCOOC

120 130 140 150 160
110 120 130 140
CCCC------ CCCCCCHHHHHHHHCCHHHHHHHHHCCCCCCCC- CCCOCCHHHHC- - - CC
I NQP------ DNEGW PLHAAASCGYLDI AEYLI SQGAHVGAV- NSEGDTPLDI A- - - EE

I O 1 A N A O [ 1]
PHLHSI LKATNYNGHTCLHLASI HGYLG VEL LVSLGADVNAQEPCNGRTALHLAVDLQN
CO0COCCOCCOCCOCHHHHHHHHCCCHHHHHHHHHCCOCCOCCOOCCOCHHHHHHHHOCC
180 190 200 210 220

160
HHHHHHHHHHHOCG: = - - = - - - = = = - e e e e e e e e e e e
A EE I I O R S e e S eCCEEEEEE

[
PDLVSLLLKCGA- DVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENL QVL PESEDEES
HCCCCCCCCCCCCCCCCC

HHHHHHHHHOCC- COCCOCCOCCCHHHHHHHCOCHHHHHRHH
240 250 260 270 280

YDTESEFTEFTEDEL PYDDCVFGGQRLTL
CCCHHCCCCCCCCCCCCCCCCCoCceccce
300 310

Percentage ldentity = 24.1.

>>> Alignnent w th 3c5rA00:

3c5r A0O
Query

3c5r A0O
Query

3c5r A0O
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL AFL NFQNNLQQTPLHLAV
CO0COCCOCCCCCOCCHHHHHHHCCCHHHHHHHHHHHHHCOOCOOCCOCOCCHHHHHHHH

70 80 90 100 110 120

10 20 30
--------------- C- - COCCOCOCHHHHHHHHOCHHHHHHHHHCCC: - - - - - - CCOCC
--------------- P- - FTNHRGETLLHI AS| KGDI PSVEYLLQNGD- - - - - - - PNVKD

(I I A X O
TNQPEI AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVL TQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC
130 140 150 160 170 180

40 50 60 70 80 90
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3c5r A0O
Query

3c5r A0O
Query

3c5r A0O
Query

COOCCHHHHHHHCOCHHHHHHHHHCOOCOC- COCOCCOCHHHHHHHCOCHHHHHHHHHCC
HAGWIPLHEACNHGHL KVVEL LL QHKAL VN- TTGYQNDSPL HDAAKNGHVDI VKLLLSYG
LD L T | 1] [l | LD
YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDLQNPDL VSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC
190 200 210 220 230 240

100 110 120
CCOCOCCOCCCCHHHHOOCHHHHHHHOCG - = - = = - = = w s e e e e e e e
ASRNAVNI FGLRPVDYTDDESMKSLLLLP- - - < - = = - =« <= < <o oo oe oo
| [ |
ADVNRVTYQGYSPYQL T- - WERPSTRI QQQL GQL TLENL QUL PESEDEESYDTESEFTEF
COOCOOCOCCOCHHHHH- - HHCOCHHHHHHHHHCOCCOCCOCCO0CCOCOCCCHHOCCOC

250 260 270 280 290

TEDELPYDDCVFGGQRLTL
[666060600000000666660;
310

Percentage ldentity = 33.9

>>> Alignnent with 1ycsB0O1

1lycsB0O1
Query

1lycsB0O1
Query

1lycsB0O1
Query

1lycsB0O1
Query

1lycsB0O1
Query

1lycsB0O1
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCCOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

----------------------------------------------------- CHHHHHH
----------------------------------------------------- PLALLLD

[
RGSEPVKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL AFLNEQNNLQQTP- - - LHL
CO0CO0COCCCCCOCCHHHHHHHOCCHHHHHHHHHAHHHCOOCOOCCOCOCCHH- - - HHH
70 80 90 100 110

10 20 30 40 50 60
HHHHCCHHHHHHHCOCCOCCOCCOOCCOCHHHHHHHHOCHHHHHHHHHHOOCOC - - - - -
SSLEGEFDLVQRI | YEVDDPSLPNDEGH TALHNAVCAGHTE! VKFLVQFGVNVN- - - - - -

[l | [ | ||
AVI TNQPE| AEAL L GAGCDPEL RDFRGNTPL HLACEQGCLASVGVL TQSCTTPHLHSI LK
HHHCCCHHHHHHHHHCCOCCOCCOOCCOCHHHHHHHCCCHHHHHHHHHCCOCCOOCC0CC
120 130 140 150 160 170

70 80 90 100 110 120
COOCOCCCHHHHHHHCOCHHHHHHHHHCOOCCOCOCCOCCOCHHHHOOCOCCOCCCHHHH
AADSDGWT PL HCAASCNNVQVCKFL VESGAAVFAMT Y SDMQT AADKCEENVEEGYTQCSQF
| [ AN i
ATNYNGHTCLHLAS| HGYLG VEL LVSLGADVNAQEPCNGRTALHLAVDL - - QNPDLVSL
COOCOCCHHHHHHHHCOCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHHC- - OCHHHHHH
180 190 200 210 220 230

B TS S S S S S PSSP RS SSYS S Say

eSS S SRS S S PSS S S S SIS S S SIS

|

LLKCGADVNRVTYQGYSPYQL TWGRPSTRI QQQL GQL TLENL QWL PESEDEESYDTESEF

HHHCOCCOCOCCOCOCCHHHHHHHOCCHHHHHHHHHCOCOCCOCOCCOCOCCOCOCHHCT
240 250 260 270 280 290

TEFTEDELPYDDCVFGGORLTL
(6666000000000666666600]
300 310

Percentage ldentity = 22.7.

>>> Alignnment wi th 1bi 7B00

1bi 7B00
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Query  MFQAERPQEWAVEGPRDGLKKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

10
------------------------------------------------ COCCCHHHHHHH
1Di 7BOO === === m s EPSADWLATAAA

[
Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CO0CO0CO0CCCCOCCHHHHHHHOCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH

70 80 90 100 110 120
20 30 40 50 60
HCCHHHHHHHHCCCCCCOCOCCOCCCCO0G- COCOCHHHHHHHHOCCCOCCCOG: - - - - c

1bi 7B00  RGRVEEVRALL EAGANPNAPNSYGRRPI QV- MWGSARVAELLLLHGAEPNCAD- - - - - P
[ N [ | | | I

Query  TNQPEI AEALL GAGCDPEL RDFRGNTPLHLACEQGCL ASVGVLTQSCTTPHLHSI LKATN

COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC

130 140 150 160 170 180

70 80 90 100 110 120
COOCCHHHHHHHHOCHHHHHHHHHHOCCOOCC- COCCOCHHHHHHHHCCHHHHHHHCOC-
1bi 7B00  ATLTRPVHDAAREGFLDTL WL HRAGARL DVR- DAWGRL PVDL AEEL GHRDVARYL RAA-
[ [ 1] [ [ |
Query  YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC

190 200 210 220 230 240
170 O S S S S S S PSS SRS PSS SIS SR SPSS SRS S SIS SIS SIS SRS
|
Query  ADVNRVTYQGYSPYQLTWGRPSTRI QQQLGQL TLENL QVL PESEDEESYDTESEFTEFTE
CCOCOCCOCOCCHHRHHHHOCCHHHHRHHHHCOCOCCOCOCCOCOCCOCOCHHCOOCOCT
250 260 270 280 290 300
M TEDD)  cmssscsssscnsaass

Query DELPYDDCVFGGQRLTL
CCOCCCOOCOCCCOCCe
310

Percentage ldentity = 23.2.

>>> Alignment with 1n0gBO0O:
10 20
--------------------------------------- CCCCHHHHHHHCCCHHHHHHH
IN0QgBO0 - - - - e e NGRTPLHLAARNGHL EVVKLL

[
Query MFQAAERPQEVWANVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

30 40 50 60 70
HHHCCCCCCCCCCCCCHHHHHHHCCC- - - - HHHHHHHHHCCCCCCCCCCCCCCHHHHHHH
1n0gB00 L EAGAD\/NAKDKNlGRTP;_ H_lAARNGH- sooll |El\/VKL LL EAG|ADV|NAKDK’\GQF—H_ |H;_|AAR
Query RGSEPWKQQL TEDGDSFLHLAI | HEEKALTVEVI RQVKGDLAFLNFONNL QQTPLHLAVI
cceceeccccecCcCCCHHHHHHACCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHH
70 80 90 100 110 120

80 90
CCCHHHHHHHHHOCCC: - - - -

1n0qB00 NGHLFVVKerEﬁFAY -----
Query  TNQPEI AEALLGAGCDPELRD
CCCHHHHHHHHHCCCCCCCCC

130 140

Percentage ldentity = 23.7.

>>> Alignnent with 1s70B02:

15170 0 2 J T TS S S S S PS PSSO SRS S S SYSS S SPRS SRS NS SIS SIS SIS SIS
Query  MFQAAERPQEWAMEGPRDGL KKERL L DDRHDSGL DSVKDEEYEQWKEL QEI RLEPQEVP
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CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

--------------------------------------------------- COCHHHHHH
L1STOB02 == m === === = mmmmm oo GVDI EAARK

|
Query RGSEPWKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFONNL QQTPLHLAVI
cceceeccccecCCCCHHHHHHACCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHH
70 80 90 100 110 120

20 30 40 50 60
HHHHHHHHHHHHHHHHCOCCOCCOOCCOCCHHHHHHHHCCHHHHHHHHCOOCOCG - - - -
1s70B02 EEER| M_RDARQALNSGH NDVRHAKSGGTAL HVAAAKGYTEVLKLLI QARYDUN: - - - -

[ ||
Query  TNQPEI AEALLGAGCDPEL- - - - RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI L
CCCHHHHHHHHHCOCCCCOC: - - - CCCCOCCHHHHHHHCOCCHHHHHHHHHOCCCOCCCOCC

130 140 150 160 170

70 80 90 100 110 120
- COCOCCOCHHHHHHHCCCHHHHHHHHHCCCCCOCC- CCOCCOCCCCCOCHHHHHHHHHH
1s70B02 - | KDYDGWIPL HAAAHWGKEEACR! LVENL CDVEAV- NKVGQTAFDVADED! LGYLEELQ

[ S . i [ | [ | |
Query KATNYNGHTCLHLASI HGYLG VELL VSL GADVNAQEPCNGRTALHLAVDLQNPDLVSLL

cecceCcCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHH
180 190 200 210 220 230

380 e aana0a0a0a0a0E0806000006 8006 80088068606 868800008000
ITEETR  [CEN I sananananacacncsanananasaoacnoaaa0a0a0a0a0a0a0a00000E

|
Query LKOGADVNRVTYQGYSPYQL TWERPSTRI QQQL GQL TLENL QM. PESEDEESYDTESEFT
HHOCCCCCCOCCOCCCH HCCOCOCCCOCCCOCCCCCOCHHOCT

HHHHHHCCCHHHHHHHH
240 250 260 270 280 290

SU[E07 coooas sncasaaac o canG

Query  EFTEDELPYDDCVFGGQRLTL
COOCCOCOOCCOCCOCCOCC
300 310

Percentage ldentity = 20.9.

>>> Alignnent with 1sw6A00:

10 20
-------------- CCEEEQG- - - - - - - = - - - CCOCOCOCCCG- - - - - - - - - - - - - COCE
ISWBAO0D - ---momoeoaon AR osasa0a0as HDLTSDFLSSP- - < = = == - = - = LKI M

[ [ |
Query  MFQAAERPQEWAVEGP- - - RDGLKKERL L DDRHDSGL DSMKDEEYEQWHKEL QEI RLEPQ
COOCOCCCHHHHHOCC- - - OCCHHHHHHHHHHOCOCCOCCOCCCHHHHHHHHHHCOCCOC
10 20 30 40 50

30 40 50 60 70 80
EcccecCCCCHHHHHHHHHHHHHHHCC- - HHHHHHHHHHHCCCCCCCCCCCCCCCCCCHH
1sW6A00  KALPSPVVNDNEQKMKLEAFLQRLLFS- - FDSLLQEVNDAFPNTQLNLNI PVDEHGNTPL

I
Query  EVPRGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL- AFLNFQ NNLQQTPL
COOCOCCO0CCOCO0COOCHHHHHHHCCCHHHHHHHHHHHHHCC- COOCOC- OCCCCHHH
60 70 80 90 100 110

90 100 110 120 130 140
HHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCHHHHCCCHHHHHHHHHHHHH
1sw6A00 HW.TSI ANLEL VKHLVKHGSNRL YGDNMGESCL VKAVKSVNNYDSGTFEALLDYLYPCLI
| I [ [ 11 | I
Query HLAVI TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCT TPHLHSI
HHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCC
120 130 140 150 160 170

150 160 170 180 190
EECCCCCCHHHHHHHHHCCCCCHHHHHHHHHHHHHHHHHHHHCCEEECC- - - - HHHHHCC
1sW6A00 LEDSMNRTI LHHI | | TSGMTGCSAAAKYYLDI LMGW VKKONRPI QSGD- - - - SI LENLD

| [
Query  LKATNYNGHTCLHLASI H- - - - = -« s o s e e e e e e GYLG VELLVSLG

CCOCOCCOCHHHHHHHHG: - - - == = < = === c = oo oo oo e e CCHHHHHHHHHCC
180 190 200
200 210 220 230 240 250

HHHHHHHCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHCCCCCCCCCCCCCCHHHHCCE -
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1sw6A00 LKW | ANMLNAQDSNGDTCLNI AARLGNI SI VDAL L DYGADPFI ANKSGLRPVDFGAG- -

| O B N A A | |
Query  ----- ADVNAQEPCNGRTAL HLAVDL QNPDL VSL LLKCGADVNRVT YQGYSPYQL TWERP

----- CCCOCCCCCOCCHHHHHHHHCCCHHHHHHHHHCCCCCCCOCCOOCCHHHHHHHCC
210 220 230 240 250 260
IS ocoscoonooooa0a50000008085800580085080058G880080008a8850E
Query STRI QQQLGQL TLENL QWL PESEDEESYDTESEFTEFTEDEL PYDDCVFGGQRLTL
CHHHRHHHHHCCCOCCCOCOCCCOCCCOCCHHCOCCCOCOCCCOCCCOCOCCCOCT
270 280 290 300 310

Percentage ldentity = 17. 3.

>>> Alignment with 3c5r AOO:
10 20
—————————————————————————————————— CCCCCCCCCHHHHHHHHCCHHHHHHH
G/l sesccccoooccccccccomnonanccocoooas PFTNHRGETLLHI ASI KGDI PSVEYL

Query  MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLE- PQEV
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCS- COCC
10 20 30 40 50

30 40 50 60 70 80
HHOCCOCCC- - COCOCCHHHHHHHCOCC- - - - HHHHHHHHHOCCOCCOOCOCCOCHHHHHH
3¢5r AO0  LQNGDPNVK- - DHAGATPLHEACNHGH- - - - LKVVEL LL QHKAL VNTTGYQNDSPLHDAA
| [t I [ LI
Query  PRGSEPWKQQLTEDGDSFLHLAI | HEEKALTMEVI RQVKGDLAFLNFQNNL QQTPLHLAV
COOCOCCO0CCCCOOCCHHHHHHHCOCHHHHHHHHHRHHHOCCOOCOOCOCCCHHHHHHH
70 80 90 100 110

90 100 110 120
HCCCHHHHHHHHHCOCCOCOCCOCOCCHHHHCOCHHHHHHHCOC
3c5r AO0  KNGHVDI VKLLLSYGASRNAVNI FGLRPVDYTDDESMKSLLLLP
| [
Query | TNQPEI AEALLGAGCD: - < - < = << =< =< s mmmmcmmamcama -
HOCCHHHHHHHHHCOCG: - - = - < = == <<= = mc o e e e
130

Percentage ldentity = 13.7.

>>> Alignment with 1n0r AOO:
10 20 30 40 50
- - - CCCCHHHHHHHHCC- - HHHHHHHHHHC- CCCCCCCCCCCCHHHHHHHHCCHHHHHHH
1n0r AOO - - - NGRTPLHLAARNGH- - LEVVKLLLEAG ADVNAKDKNGRTPLHLAARNGHL EVVKLL
[ | | | | ]
Query MFQAAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

60 70 80 90 100 110
HHOCCOCCOOCCOCOCHHHHHHHCCC - - - HHHHHHHHHCCCCOCCCOCOCCCHHHHHHH
1n0r AOO  LEAGADVNAKDKNGRTPLHLAARNGH- - - - LEVWKLLLEAGADVNAKDKNGRTPLHLAAR
[ 1111 | [ 1
Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQN- - - - - < - - - - - -
CO0COCCOCCOCCOCCHHHHHHHCCCHHHHHHHHHHHHHCOCOO0CCG: - - - - - - - - - - -
70 80 90 100

120
COCHHHHHHHHHHOCC
1n0r AO0  NGHLEWWKLLLEAGAY

Query  -------e-e-o--o-

Percentage ldentity = 12.7.

>>> Alignment with 2bkgAOO:
10 20 30 40 50

CHHHHHHHHHHHHCCHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHHCC- - - HHHHHHHHH

2bkgA00  SDLGKKLLEAARAGQDDEVRI LMANGADVNAEDTYGDTPLHLAARVGH- - - LEI VEVLLK

QUEFY = mmmeme e MFQAAERPQEVWAVEGPRDGL KKERL L DDR
------------------------------- COCCCCCCHHHHHOCCOCCHHHHHHHHHH
10 20
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60 70 80 90 100 110
CO0COCCOCCCCCCHHHHHHHCOCHHHHHHHHHCOCCOCCOCCOOCCHHHHHHHOCS - -
2bkgA00  NGADVNALDFSGSTPLHLAAKRGHLE! VEVLLKYGADVNADDTI GSTPLHLAADTGH- - -

[l 11 [ 11l
Query  HDSGLDSMKDEEYEQWHKELQE! RLEPQEVPRGSEPVWKQQL TEDGDSFLHLAI | HEEKAL
COOCO0CO0CCCHHHHHHHHHHOCCCCCOOCCOCOCCOCCOCCO0CCHHHHHHHCOCHHH

40 50 60 70 80

120 130 140 150
- HHHHHHHHHOCOOCOCCOCOCCCHHHHHHHCCOCCHHHHCC
2bkgA00 - LEI VEVLLKYGADVNAQDKFGKTAFDI S| DNGN\- DLAEI L-
| [ 1]
Query  TMVEVI RQVKGDLAFLNFQNNLQQ - - < = === === === === =
HHHHHHHHHHCCOCOCCOCOCEE: - - - < - = <<= =< - = -
100 110

Percentage ldentity = 9.7.

>>> Alignment with 1s70B02:
10 20 30 40 50
----- CCCHHHHHHHHHHHHHHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCHHHHHH
1s70B02 ----- GvDI FAIARKFEEIH N:. RDAFQ/\L NSGHI NDVRHAKSGGT AL HVAAAKGYT! |EVL KL
Query MFQAAERPQEWA- MEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEV
CCcCCceeCCHHHH- HCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCC
10 20 30 40 50

60 70 80 90 100 110
HHOCCOCCCOCCOCCOCHHHHHHHCOC: - - - HHHHHHHHHCCOCCOCCCOCCOCCOCCCC
1s70B02 LI QARYDVNI KDY:DlaNrPHmlAAW- soc ElEACFI LVEN;.CDNEAVlNKV(BlQl'AFD\/AD
Query PRGSEPWKQQL TEDGDSFLHLAI | HEEKALTVEVI RQVKGDLAFLNFQNNLQQ- - - - - - -
(CCCOCCCOCOCCCOCCCHHHHHHHCCCHHHHHHHHHHHHHCCCOCCCOCOOCE - - - - - -
70 80 90 100 110

120
CHHHHHHHHHHHHOCCCC
1s70B02 EDI LGYLEELQKKQNLLH

Query  -------e-eeaaoao-

Percentage ldentity = 13.2.

>>> Alignnent with 1ycsB01:
10

20 30 40
------- CHHHHHHHHHHCCHHHHH- - HHC- - O0CCCCOCCOOCOCCHHHHHHHHCCHHH
1ycsBO1 ------- PLALLLDSSLEGEFDLVQ - R | - - YEVDDPSLPNDEG TALHNAVCAGHTEI

| [ | |
Query  MFQAAERP- - - - GEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEP
CCOCCCOC- - - - RHHHHOOCCCCHHHHHHHHHHOOCCOCCCOOCCHHHHHHHHHHCCOCC
10 20 30 40 50

60 70 80 90 100
HHHHHHHCCCCCCCCCCCCCHHHHHHHCCC- - - - HHHHHHHHHCCCCCCCCCCCCCCCHH
1lycsB01  VKFLVQFGYNVNAADSDGATPLHCAASCNN- - - - VQVCKFLVESGAAVFAMI YSDVQTAA

[ | | [l
Query  QEVPRGSEPVKQQLTEDGDSFLHLAI | HEEKALTMVEVI RQVKGDLAFLNFQNN- LQQTP-
CCOOCCCOCCCCCOOCCOCCH

HHHHHHOCCHHHHHHHHHHHHHCOCCOCCOCC- COCHH-
60 70 80 90 100 110
110 120
HHOCCOCCOOCCHHHHHHHHHHC
1ycsBO1 DKCEEMEEGYTQCSQFLYGVQEK

Query  --e--eee--eeeciecooooa-

Percentage ldentity = 13.3.

>>> Alignnment with lawcBO0O:
10 20 30 40 50
CHHHHHHHHHHHCCHHHHHHHHHHCCCCCCCCG- - - CCCHHHHHHHHCC- - - HHHHHHHH
lawcB0OO DLGKKLLEAARAGQDDEVRI LMANGAPFTTDWL- - - GTSPLHLAAQYGH- - - FSTTEVLL

[
QUETY = mmmememememeee e MFQAAERPQEWAMEGPRDGL KKERL L DD
-------------------------------- COCCCCCCHHHHHCCOCCCHHHHHHHHH
10 20
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60 70 80 90 100 110
cceceecccCCCCCCHHHHHHHHCCHHHHHHHHCCCCCCCCCCCCCCCHHHHHHHCCE -
lawcB00 RAGVSRDARTKVDRTPLHVAASEGHANI VEVL LKHGADVNAKDVL KMIALHWATEHNH- -
| | | [ .
Query RHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVPRGSEPVKQOL TEDGDSFLHLAI | HEEKA
HCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCCCCCHHHHHHHCCCHH
40 50 60 70 80

120 130 140 150
- - HHHHHHHHHCOCCCCOCCCCOCCHHHHHHHOCCHHHHHHHC
1awcB00 - - GEWELLI KYGADVHTQSKFCKTAFDI S| DNGNEDLAEI LQ
[ | |
Query  LTVEVI RQVKGDLAFLNFQN- - < - === === oo oo oo
HHHHHHHHHHHCCOOCOCOG: - = - = = = = = = = = = == m = m = - -
100

Percentage ldentity = 9.8.

>>> Alignment with 1ynpAO0O:
10 20 30 40 50

CCCCCCCCCCCCCCHHHHHHHHCCCCHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCE- - -

1ynmpA00 RATDLDARVHDGTTPLI LAARLALEGM.EDL| NSHADVNAVDDL GKSAL HWAAAVNN- - -

O]  sos=ssossscosssccssssosssoosssoomssaonns NFQAAERPQEQkNEGPRDGL

60 70 80 90 100 110
HHHHHHHHHOCCOCOCCOCCOCCHHHHHHHHCCHHHHHHHHHCOOCCOCOCCOCCCHHHH
1ympAO0  VDAAWL LKNGANKDMONNKEETPLFLAAREGSYETAKVL L DHFANRDI TDHVDRLPRDI
I | L
Query  KKERLLDDRHDSGLDSMKDEEYEQWHKEL QGEI RLEPQEVPRGSEPVWKQQL TEDGDSFLHL
HHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCOOCO0CCOCO0CCOCOCCOCCCHHHH
30 40 50 60 70 80

120 130
HHHCCC- - - - HHHHHHHC: -
1ynpA00  AQERMH - - - HDI VRLLD- -
| [
Query Al | HEEKALTMEVI RQVKGD
HHHCCCHHHHHHHHHHHHHC
90 100

Percentage ldentity = 6.9.

>>> Alignment with 1s70B01:
1 20 30 40 50

CCCHHHHHHHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHHHHHHHHHHCC- - HHHHHH

1s70B01 MKMADAKQKRNEQLKRW GSET DL EPPVWKRKKTKVKFDDGAVFLAACSSGD- - TEEVLR

QUErY = mmememeeeeeeeaa MFQAAER: - - - - - - - PQEWAVEGPRDGLKKERL
--------------------------- COCOCCC- - - - - - - - CHHHHHCOCCOCHHHHHH
10 20
70 80 90 100 110

HHHHC- CO00CCOCOCCCHHHHHHHCOCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHHC
1s70B01 LLERG ADI NYANVDGL TALHQACI DDNVDMVKFLVENGANI NQPDNEGW PLHAAASCG

| | [
Query L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVPRGSEPWKQQL TEDGDSFLHLAI | - -

HHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCCCCCCCCCCCCCCCCCCHHHHHHH- -
30 40 50 60 70 80

120 130 140 150 160
CHHHHHHHHHCCCOCCOOCOCCOCHHHHOOCHHHHHHHHHHHCCC
1s70BO1 YLDl AEYLI SQGAHVGAVNSEGDTPLDI AEEEAVEELLQNEVNRQ

[0 1] A e R TR R R

Percentage ldentity = 4.9.

>>> Alignnent with 2pwsl 00:

2 0 1[0 0 TSSO PSS SSRGS SRS SRS S SIS SIS S SRS
Query  MFQAAERPQEWAMEGPRDGL KKERL L DDRHDSGL DSVKDEEYEQWKEL QEI RLEPQEVP
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2pw8l 00
Query

2pw8l 00
Query

2pw8l 00
Query

2pw8l 00
Query

2pw8l 00
Query

2pw8l 00
Query

CCCCCCCCHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCHHHHHHHHHHCCCCCCCCC
10 20 30 40 50 60

RGSEPWKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFONNL QQTPLHLAVI
cceceeccccecCCCCHHHHHHACCCHHHHHHHHHHHHHCCCCCCCCCCCCCHHHHHHHH
70 80 90 100 110 120

TNQPEI AEAL L GAGCDPEL RDFRGNTPLHLACEQGCLASVGVLTQSCTTPHLHSI LKATN
CCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCC
130 140 150 160 170 180

YNGHTCLHLASI HGYLG VELLVSL GADVNAQEPCNGRTALHLAVDL QNPDLVSLLLKCG
CCCCHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHHCCCHHHHHHHHHCC
190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWERPSTRI QQOLGOL TLENLQVL PESEDEESYDTESEFTEFTE
cceceecCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHCCCCCCC
250 260 270 280 290 300

10 20 30 40 50

- - COCCCOCCCCEECCCOOCCCCOCCCEEEECCOCOCCCEEEECCCEECCCCCOCCCCOC

- - LTYTDCTESGQNL CL CEGSN- CGQGNKCI LG- DGEKNQCVTGEGTPKPQSGDFEE! P-
[ 11l L1

PR LY Reeorlillreossascssnacsssaasssansssannesaamaaaanaas

CCOCOCCOCOCCOCOCC

310

Percentage ldentity = 13.1.

>>> Alignnent w th 1bi 7B00:

1bi 7B00
Query

1bi 7B00
Query

1bi 7B00
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC

10 20 30 40 50 60
10 20 30 40
----------- COCCCHHHHHHHHOC- - - - HHHHHHHHCOCCOCCOCCCOCCOCOCCOCC
----------- EPSADW.ATAAARGR: - - - VEEVRAL L EAGANPNAPNSYGRRPI QVVVM
| [ || |
RGSEPVKQQL TEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNEQNN- - - - - - - - - - -
CO0CO0CO0CCOCCOCHHHHHHHOCCHHHHHHHHHHHHHCOCCOOCOCC: - - - - - - - - - -
70 80 90 100
50 60 70 80 90 100

CCHHHHHHHHCCCCCCCCCCCCCCCCHHHHHHHHCCHHHHHHHHHHCCCCCCCCCCCCCH
GSARVAEL L L LHGAEPNCADPATL TRPVHDAAREGFL DT L VVLHRAGARL DVRDAWGRL P

110 120
HHHHHHHCCHHHHHHHCCCC

Supplementary Material

28



1bi 7B00  VDLAEEL GHRDVARYLRAAA
Query  s-memeeeeeaaeaoeen

Percentage ldentity = 6.4.

>>> Alignment with 1gupA02:

IQUPAD2 - - s s s s s e e e eeeeeeeeoe-eanos

Query  MFQAERPQEWAVEGPRDGL KKERL L DDRHDSGL DSMKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

IQUPAD2 - - s s s s s e e e eeeeeeeeoe-eanos

Query  RGSEPVKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDLAFLNFQNNLQQTPLHLAVI
CO0CO0CO0CCCCOCCHHHHHHHOCCHHHHHHHHHHHHHCOCCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

IQUPAD2 - - s s s s s e eeeeeeeeeoeeeoaos

Query  TNQPEI AEALL GAGCDPEL RDFRGNTPLHLACEQGCL ASVGVL TQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC
130 140 150 160 170 180

e T oY A

Query  YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTALHLAVDLQNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCCOCOCCCHHHHHHHHCOCHHHHHHHHHCC

190 200 210 220 230 240
e T oY A S
Query ADVNRVTYQGYSPYQL TWCRPSTRI QQQL GOL TLENL QML PESEDEESYDTESEFTEFTE
CCCCceecCCCCCHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCCCCCCHHCCCCOCC
250 260 270 280 290 300
10 20 30 40 50

- COCCCCOCCCCOOCCCOOCCCOCCCCOCCEEEECCCCOCCCCOCCCCOCCCCOCCCCCC
1gupA02 - VLPAHDPDCFL CAGNVRVTGDKNPDYTGTYVFTNDFAAL MSDTPDAPESHDPL MROQSA
[0 [ 1
Query  DELP- YD DOVF- - GOQRLTL- = = == = == == x oo e o e oo e
000000600 0-=(00 6 0500hamanammamaEEamSEaEaEEEaaEEESaERESEeEE0E
310

70 80 90 100 110
CEEEEEEECCCCCCCCCCCCCHHHHHHHHHHHHHHHHHHHHHCCEEEEECCCCCCCCCCC
1gupA02 RGTSRVI CFSPDHSKTLPELSVAALTEI VKTWEQTAEL GKTYPW/QVFENKGAAMGCSN

[0 L= A e R R
130
CCCEEEEEEECCC
1gupA02 PHPGGQ WANSFL
Query  ------e------

Percentage ldentity = 6.1.

>>> Alignment with 1wdyAOO:
1 20 30 40 50 60
CHHHHHHHHHHHHHCCCHHHHHHHHHCCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHH

IwdyAOO AAVEDNHLLI KAVQNEDVDLVQQL L EGGANVNFQEEEGGWT PLHNAVQVSREDI VELLLR
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1wdyA0O
Query

1wdyA0O
Query

1wdyA0O
Query

1wdyA0O
Query

70 80 90 100 110
CcecceccCCCCCCHHAHHHHHHCC- - HHHHHHHHHC- CCCCCCCCCCCCCHHHHHHHCCC
HGADPVL RKKNGATPFLLAAI AGS- - VKLLKLFLSK- GADVNECDFYGFTAFMEAAVYGK

[ ||
----- MFQA- - AERPQEVWAMEGPRDGL KKERL L DDRHDSGL DSVKDEEYEQWKEL GEI R
----- CCCC- - CCCCHHHHHCCOCCCHHHHHHHHHHCOCOCCOCOCCCHHHHHHHHHHCC
10 20 30 40 50

120 130 140 150 160 170
HHHHHHHHHCCCCCCCCCCCCHHHHHCCCCCCCHHHHHHHHCCHHHHHHHHHCCCCCCCC
VKAL KFL YKRGANVNL RRKTKEDQERL RKGGATAL MDAAEKGHVEVLKI LLDEMGADVNA

60 70

180 190 200 210 220 230
CCCCCCCHHHHHHHCCCCCCHHHHHHHHHHCCCCCCCCCCCCCCHHHHHHHCCCHHHHHH
CDNVGRNAL | HALL SSDDSDVEAI THL LL DHGADVNVRGERGKTPLI LAVEKKHLGLVQR

240 250 260 270 280
HHHCCCCCCCCCCCCCCCHHHHHHHCCCHHHHHHHHHHCCCCCCCCCC
LLEQEHI ElI NDTDSDGKTALLLAVELKLKKI AELLCKRGASTDCGDLV

Percentage ldentity = 1.4.

>>> Alignnent with 1ubdCQ04:

1ubdC04
Query

1ubdC04
Query

1ubdC04
Query

1ubdC04
Query

1ubdC04
Query

MFQAAERPQEVWAVEGPRDGL KKERL L DDRHDSGL DSIVKDEEYEQWKEL QEI RLEPQEVP
COOCOCCCHHHHHOOCOOCHHHHHHHHHHOCCOCOCCOCCCHHHHHHHHHHCOCCOCCOC
10 20 30 40 50 60

RGSEPVWKQQLTEDGDSFLHLAI | HEEKAL TVEVI RQVKGDL AFLNFQNNLQQTPLHLAVI
CO0CO0CO0CCCCOCCHHHHHHHOCCHHHHHHHHHHHHHCOOCOOCCOCOCCHHHHHHHH
70 80 90 100 110 120

TNQPEI AEAL L GAGCDPEL RDFRGNTPL HLACEQGCL ASVGVLTQSCTTPHLHSI LKATN
COCHHHHHHHHHCOOCCOCOCCOCCCHHHHHHHCOCHHHHHHHHHCCOCOCCOCCOCCOC
130 140 150 160 170 180

YNGHTCLHLASI HGYLG VELLVSLGADVNAQEPCNGRTAL HLAVDL QNPDLVSLLLKCG
COOCHHHHHHHHCOCHHHHHHHHHCCCCOOCOOCOCCCHHHHHHHHCOCHHHHHHHHHCC
190 200 210 220 230 240

ADVNRVTYQGYSPYQL TWERPSTRI QQQL GQL TLENL QWL PESEDEESYDTESEFTEFTE
COOCO0COCCOCHHHHHHHOCCHHHHHHHHHOOCOCCOCCOCCO0CCOCOCHHCCOCCOC
250 260 270 280 290 300

10 20
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- COCOC- CCOCCOCCCCCO0CCCHHHHHHHC
1ubdC04 - DRPYV- CPFDGCNKKFAQSTNLKSHI LTHA

|
Query DELPYDDCVFGG: - - - - - (RN} PYSRTSpaa
CCOCOCCOCOCE: - - - - - [Ee60thammaaas
310

Percentage ldentity = 24.1.

Supplementary Figure 3.pDomThreader prediction results identifying 46 flssstructural
templates with reliable secondary structural sintjta
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Supplementary Figure 4.The total energy variation of the three systemicaplfor the initial

(A) and final (B) 100ns simulation.
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Supplementary Figure 5.Temperature of the three system replicas for thilii00 ns (A) and
the final 100ns (B).
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Supplementary Figure 6.RMSD of the complexetkBa/NF-kB protein backbone against the
average structure of the three system replicath®mitial 100 ns (A) and the final 100 ns (B).
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(RMSF after 200ns)

Supplementary Figure 7.Root mean square fluctuations of amino acid resigo@pped onto
Ca-backbone atoms okBo (from blue to red) after 100 ns (top) and 200bwttom).
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Supplementary Figure 8.(A) The total energy variation of the three systemicaplfor the free
IxBa simulations. (B) Temperature of the three systepticas for the fre&xBa simulations.
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