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Supplementary Video Sl illustrating a typical hatching process of eggs.



Supplementary Table S1 Primers used for the characterization of bacterial taxa

Primer/Probe Primer sequence (5'-3') Target Use
27f AGAGTTTGATCCTGGCTCAG Eubacteria General amplification
4fa TCCGGTTGATCCTGCCRG Archaea General amplification
1492r GGTTACCTTGTTACGACTT Eubacteria General amplification
ITS1 TCCGTAGGTGAACCTGCGG Fungi General amplification
ITS4 TCCTCCGCTTATTGATATGC Fungi General amplification
M13F GTAAAACGACGGCCAG Plasmid Sequencing
M13R CAGGAAACAGCTATGAC Plasmid Sequencing
968F-GC-Clamp CGCCCGGGGCGCGLCCCCGGGLCGGGGL  Eubacteria DGGE
GGGGGCACGGGGGGAACGCGAAGAACC
TTAC
1401Ra CGGTGTGTACAAGGCCCGGGAACG Eubacteria DGGE/Sequencing
1401Rb CGGTGTGTACAAGACCCGGGAACG Eubacteria DGGE/Sequencing
968F AACGCGAAGAACCTTAC Eubacteria Sequencing
Gray28F GAGTTTGATCNTGGCTCAG Eubacteria 454 sequencing

Gray519r GTNTTACNGCGGCKGCTG Eubacteria 454 sequencing




Supplementary Table S2 Bacterial communities in S. littoralis

Samples Total reads Valid reads Reads Phylum Class Order Family Genus

assigned to

genus
Egg (D) 2811 2792 1432 5 7 8 10 15
Egg (R) 8001 7903 5471 6 8 10 12 17
E-instar (D) 5517 5509 3595 5 6 7 11 23
E-instar (R) 7905 7797 5093 6 7 10 11 33
L-instar (D) 8771 8614 6869 5 5 6 10 17
L-instar (R) 10855 10801 8820 5 6 6 8 30
Pupa (D) 5271 5260 2511 3 4 5 5 8
Pupa (R) 8329 8290 6801 5 9 14 19 29
Female (D) 3565 3531 3199 3 5 8 12 20
Female (R) 14684 14441 8776 8 14 24 39 62
Male (D) 11905 11841 8653 4 6 7 10 18
Male (R) 30290 30286 22892 3 4 6 10 18




Supplementary Figure S1 Shannon index analysis of the different samples. Shannon indices approach a plateau in each
sample.
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