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Corrigendum on Supplemental Table 2.

In the original article, description of helper plasmids in C58C1 (pGV2260) and GV3101
(pMP90) were missing. The correct information of these two strains appears below. The authors
apologize for the missing information. This error does not change the scientific conclusions of
the article in any way.

Reference or
Bacteria Features source

Bacteria

Agrobacterium tumefaciens  Rif', harbours pGV2260 (pTiB6S3AT-DNA)  (Deblaere et

C58C1 al., 1985)
Agrobacterium tumefaciens  Rif', harbours pMP90 (pTiC58AT-DNA) (Koncz and
GVv3101 Schell, 1986)




26

27
28
29
30
31
32
33
34

References

Deblaere, R., Bytebier, B., De Greve, H., Deboeck, F., Schell, J., Van Montagu, M., et al.,
(1985). Efficient octopine Ti plasmid-derived vectors for Agrobacterium-mediated gene transfer
to plants. Nucleic Acids Res 13, 4777-4788. doi:10.1093/nar/13.13.4777

Koncz, C. and Schell, J. (1986) The promoter of TL-DNA gene 5 controls the tissue-specific
expression of chimeric genes carried by a novel type of Agrobacterium binary vector. Mol.
Gen.Genet. 204, 383-396 doi: 10.1007/BF00331014

This is a provisional file, not the final typeset article



