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chr1:155,690,832-155,700,521 (reverse strand)
=1g22 (element no. 3) + 1000 bp

Scale hg38 |—————2kb
chr1:  |155,700,000 155,695,000
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chr16:10,784,748-10,786,943 (forward strand)
=16p13.13_1 (element no. 43) + 1000 bp
Scale 1 kbf f hg38
chr16: | 10785500 10,786,000 10,786,500
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C chr8:17,914,846-17,917,036 (reverse strand)
=8p22 (element no. 27) + 1000 bp
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chr17:8,055,835-8,058,011 (forward strand)
=17p31.1_1 (element no. 45) + 1000 bp
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