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Abstract
BACE1 is the rate-limiting protease in the production of synaptotoxic β-amyloid (Aβ) species and hence one of the prime 
drug targets for potential therapy of Alzheimer’s disease (AD). However, so far pharmacological BACE1 inhibition failed 
to rescue the cognitive decline in mild-to-moderate AD patients, which indicates that treatment at the symptomatic stage 
might be too late. In the current study, chronic in vivo two-photon microscopy was performed in a transgenic AD model to 
monitor the impact of pharmacological BACE1 inhibition on early β-amyloid pathology. The longitudinal approach allowed 
to assess the kinetics of individual plaques and associated presynaptic pathology, before and throughout treatment. BACE1 
inhibition could not halt but slow down progressive β-amyloid deposition and associated synaptic pathology. Notably, the 
data revealed that the initial process of plaque formation, rather than the subsequent phase of gradual plaque growth, is most 
sensitive to BACE1 inhibition. This finding of particular susceptibility of plaque formation has profound implications to 
achieve optimal therapeutic efficacy for the prospective treatment of AD.

Keywords Alzheimer’s disease · β-Amyloid plaque · In vivo two-photon microscopy · BACE1 inhibitor treatment · 
Presynaptic dystrophies · Plaque formation

Introduction

AD is a progressive neurodegenerative disease character-
ized by two histopathological hallmarks, namely β-amyloid 
plaques and neurofibrillary tangles [25]. Given the growing 
number of AD patients [1, 89] and the current lack of an 
effective treatment, there is an urgent need for the develop-
ment and evaluation of disease-modifying therapies. The 
β-amyloid cascade hypothesis emphasizes accumulation 
of β-amyloid peptide (Aβ) as the initial pathological event 
that ultimately leads to synapse loss and dementia [31, 
33–35]. Aβ is produced by sequential proteolytic cleavage 
of amyloid precursor protein (APP) via beta-site amyloid 
precursor protein cleaving enzyme 1 (BACE1) [23, 42, 70, 
76, 84] and γ-secretase complex [17, 69, 80]. γ-secretase 
inhibitors have exhibited toxicity problems [77, 79] because 
of on-target interference with Notch [4, 18, 19]. Congru-
ently, genetic deletion of the catalytically active subunit 
presinilin-1 (PS1) is embryonically lethal in mice [68, 81]. 
Conversely, BACE1 knock-out mice are viable and fertile. 
Recent studies have revealed mechanism-based adverse 
effects of BACE1 inhibition in animal models [16, 26, 88], 
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but these effects are relatively mild compared to γ-secretase 
inhibitor-induced deficits. Hence, BACE1 is currently one 
of the prime therapeutic targets for decreasing cerebral Aβ 
levels. However, even though BACE1 inhibitors efficiently 
lower brain Aβ levels [48, 59, 60], so far two clinical trials 
with mild-to-moderate AD patients failed due to unspecific 
side effects [60] or lack of efficacy, as documented by the 
recent failure of the phase 2/3b EPOCH trial of verubeces-
tat (ClinicalTrials.gov identifier NCT01739348). The phase 
II trial of the BACE1 inhibitor LY2886721 was suspended 
due to possible liver toxicity [60], which was ascribed to 
unspecific side effects of the drug. Some concerns were 
also raised about potential mechanism-based effects asso-
ciated with diminished BACE1 cleavage of β-galactoside 
α2,6-sialyltransferase in the liver [51, 55]. However, liver 
injury does not develop after genetic ablation of BACE1 
in mice [57] and was not reported in Merck’s phase ll/lll 
EPOCH trial of the BACE1 inhibitor verubecestat. In this 
latter trial, Merck did not report on safety signals that war-
ranted trial termination even after 18 months of treatment. 
However, the trial was ultimately suspended due to lack of 
efficacy to reduce cognitive decline in mild-to-moderate AD 
patients. Lack of success may relate to the timing of the 
therapeutic intervention. β-amyloid deposition commences 
decades before the manifestation of clinical symptoms 
[2, 41, 78]. Thus, at a stage when amyloid deposition has 
already reached an asymptote of accumulation, Aβ lower-
ing drugs might have no impact anymore. Therefore, cur-
rent trials test therapeutic intervention commencing at vari-
ous stages of the disease. In the present study, transgenic 
 APPPS1xVGLUT1Venus mice [39, 64], expressing the fluo-
rescent protein Venus in presynaptic terminals were treated 
at an early stage of β-amyloid pathology with the potent, 
blood brain barrier penetrating BACE1 inhibitor NB-360 
[63]. Since β-amyloid deposition is a dynamic process [2, 
12] in which initial plaque seed formation is followed by 
gradual plaque growth [14, 37], chronic in vivo two-photon 
imaging was performed, to monitor potential therapeutic 
effects of BACE1 inhibition on β-amyloid deposition and 
presynaptic pathology.

Materials and methods

BACE1 inhibitor treatment

NB-360 was synthesized and kindly provided by Novartis. 
The pharmacological properties of NB-360 were character-
ized previously [63]. Mice were fed ad libitum with food 
pellets containing NB-360 (0.25 g/kg, corresponding to a 
daily oral dose of 20 μmol/kg) or control pellet. To meas-
ure the impact of BACE1 inhibition on soluble Aβ levels, 
1.5 months old mice were treated for 2 weeks and sacrificed 

thereafter. For the chronic in vivo imaging experiments, 
treatment was performed from 4 months to 7 months of age.

Transgenic and mutant mice

Heterozygous APPPS1 mice coexpress human APP with 
the Swedish mutation (KM670/671NL) and mutated PS1 
(L166P) under the pan-neuron-specific Thy1-promoter 
[64]. APPPS1 mice were crossbred with homozygous 
 VGLUT1Venus knock-in mice that express the Vesicular 
GLUtamate Transporter 1 (VGLUT1), fused to the fluo-
rescent protein Venus under the endogenous VGLUT1 pro-
moter [39]. Non-transgenic APPPS1 littermates crossed with 
homozygous  VGLUT1Venus mice served as control. Mice 
were group-housed under pathogen-free conditions until 
surgery, after which they were kept single-housed. Similar 
numbers of male and female mice were used in the control 
and treatment cohort.

Statistics

For statistical analysis, GraphPad Prism 5 (GraphPad Soft-
ware, San Diego, California) was used. Data was tested for 
normal distribution using D’Agostino-Pearson omnibus K2 
test and Kolmogorov–Smirnov test. Inter-group comparisons 
were performed using two-tailed unpaired Student’s t-test. 
In the longitudinal measurements, variables were compared 
across groups using two-way ANOVA (TWA) and p values 
refer to the test of interaction unless specified otherwise. 
TWA was performed over the total range of X-axis unless 
specified otherwise. If treatment effects, genotype effects, 
time effects, or interactions were found, post hoc analyses 
were performed using Bonferroni analysis. All the results are 
presented as mean ± SEM unless specified otherwise. For 
statistical analysis, biological replicates (individual mice, 
not plaques) were considered as experimental unit. Data 
analysis was conducted in blinded fashion.

Plasma and brain homogenization and extraction

Mice were deeply anesthetized via intraperitoneal injection 
of ketamine and xylazine (130/10 mg/kg, respectively). 
Blood was collected via cardiac puncture into EDTA tubes 
(BD microtainer tubes with K2EDTA #365974) on wet ice 
and was centrifuged at 1500 g for 15 min at 4 °C. Plasma was 
obtained from the supernatant and was frozen at − 80 °C. 
Brains were isolated, quick-frozen on dry ice and stored at 
− 80 °C. Frozen murine forebrains were homogenized in 
nine volumes of ice-cold Tris-buffered saline (pH 7.4) con-
taining Complete protease inhibitor cocktail (Roche Diag-
nostics, Penzberg, Germany) using a Sonifier 450 (Branson) 
and stored in aliquots at − 80 °C. Triton X-100 soluble Aβ 
was extracted by adding Triton X-100 (final concentration 
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1%) to homogenate, incubating for 15 min on ice with vor-
texing, followed by ultracentrifugation at 100,000×g for 
15 min. The clear supernatant was diluted to a final dilution 
of 1:100 and used for analysis.

Aβ quantification

Six weeks old APPPS1 mice were fed for 2 weeks with 
food pellet containing either vehicle or NB-360 and were 
sacrificed subsequently to collect blood and brain samples. 
Aβ40 and 42 levels were determined in the forebrain and 
plasma using the electro-chemiluminescence immuno assay 
kits based on 6E10 from Meso Scale Discovery (Rockville, 
MD, USA) in either singlet or triplex format. Samples and 
standards were prepared according to the manufacturer’s 
protocols.

Protein analysis

Western Blot analysis was performed in forebrain homogen-
ates of APPPS1 mice treated for 2 weeks with NB-360 and 
sacrificed at 2 months of age. Protein concentrations were 
measured using the BCA method (B9643, Sigma-Aldrich, 
Missouri, USA). Proteins were separated under denaturing 
conditions using SDS-PAGE. Equal amounts of proteins 
denatured in Laemmli buffer (8% SDS, 40% glycerol, 10% 
β-mercaptoethanol, 0.025% bromophenol blue, 125 mM 
Tris pH 6.8) were loaded onto the gel and 10 μL of the 
Dual Xtra Prestained Protein Standard (BioRad) served 
as molecular mass marker. Proteins were separated in 8% 
SDS-PAGE gels with Tris-buffer (25 mM Tris, 190 mM gly-
cine, 0.1% SDS). After separation by SDS–PAGE, proteins 
were transferred onto polyvinylidene difluoride membranes 
(Amersham Hybond P 0.45 PVDF, GE Healthcare Life 
Science) with Tris–glycine buffer (25 mM Tris, 240 mM 
Glycine). The PVDF membranes were blocked with 6% dry-
skimmed milk (Thermo Fischer Scientific) and 0.1% Tween-
20 (A4974, 0500 AppliChem Panreac) in PBS for 30 min 
at room temperature. Transferred proteins were detected 
using enhanced chemiluminescence. First, blocked mem-
branes were incubated with primary antibodies (APP: Y188, 
ab32136, Abcam; BACE1: 5606S, Cell Signaling and Cal-
nexin: ADI-SPA-860, Enzo) diluted in PBS-T buffer (0.5% 
Tween-20 in PBS) overnight at 4 °C. After removal of the 
antibody, membranes were washed three times for 10 min at 
RT in PBS–T and subsequently incubated with horseradish 
peroxidase-coupled secondary antibody (Promega). Second-
ary antibodies were diluted in PBS-T and membranes were 
incubated for 1 h at RT followed by three washes in PBS-
T. Membranes were incubated with horseradish peroxidase 
substrate (ECL, GE Healthcare or ECL Plus, Thermo Sci-
entific) for 2 min at RT and signals were captured with the 
ImageQuant LAS 4000 biomolecular imager (GE Healthcare 

Life Science). Quantitation of protein was conducted using 
Multi Gauge software (Fujifilm). Hybridization of calnexin 
was used as a control for equal loading. Quantitative data 
were analyzed statistically by using two-tailed Student’s 
t-test.

Cranial window surgery

A cranial window was implanted over the right cortical 
hemisphere as previously reported [27, 40]. In brief, the 
mice were anesthetized with an intraperitoneal injection of 
ketamine/xylazine (130/10 mg/kg body weight; WDT/Bayer 
Health Care). Additionally, dexamethasone (20 µL at 4 mg/
mL; Sigma) was intraperitoneally administered immediately 
before surgery [40] to prevent the development of cerebral 
edema. An open skull cranial window (5 mm diameter cov-
erslip) was implanted above the somatosensory cortex (coor-
dinates of craniotomy: Bregma + 1.5 to − 3.5 mm, 3 mm 
lateral from midline) and a metal bar was attached to allow 
repositioning of the mouse during subsequent imaging ses-
sions. After surgery, mice received subcutaneous analgesic 
treatment with carprofen (7.5 mg/kg body weight; Rimadyl; 
Pfizer) and antibiotic treatment with cefotaxime (5 mg/kg 
body weight; Pharmore).

Chronic in vivo two‑photon imaging

In vivo two-photon imaging was started after a recovery 
period of 3–4 weeks. For β-amyloid staining, Methoxy-X04 
[52] was intraperitoneally injected 24 h before imaging at 
a dose of 0.5 mg/kg body weight. Throughout the imaging 
sessions, mice were anesthetized with isoflurane (1% in 95% 
 O2, 5%  CO2,  Forene®, Abbott), placed on a heating pad to 
keep body temperature at 37 °C (Fine Science Tools GmbH) 
and fixed to a custom-made holder using the glued metal 
bar. In vivo two-photon imaging was performed on a LSM 
7 MP (Carl Zeiss) equipped with GaAsP (Gallium Arsenide) 
detectors and a 20x water-immersion objective (W Plan-
Apochromat 20x/1.0 DIC, 1.0 NA, Carl Zeiss). For each 
mouse, one region of interest was reimaged at a weekly inter-
val. To resolve the presynaptic boutons, a high-resolution 3D 
stack was obtained from the  VGLUT1Venus fluorescence in 
cortical layer I at a resolution of 0.08 × 0.08 × 0.4 µm3 and 
dimensions of 283 × 283 × 60 µm3. Subsequently, a larger 
but less resolved 3D stack was obtained from the Methoxy-
X04 fluorescence at a resolution of 0.24 × 0.24 × 0.4 µm3 
and dimensions of 425 × 425 × 200 µm3. Methoxy-X04 
was excited at 750 nm by a Ti: Sa laser (MaiTai DeepSee, 
Spectra-Physics) and emission was collected below 485 nm. 
 VGLUT1Venus was excited at 915 nm and emission was col-
lected from 470 to 550 nm. In subsequent imaging sessions, 
the previously imaged volumes were identified using the 
unique blood vessel pattern, enabling precise alignment of 
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the same imaged volumes. The laser intensity was adjusted 
to keep the emitted fluorescence stable at different depths 
using the z-correction tool in the microscope control soft-
ware and also at subsequent imaging sessions.

Immunohistochemistry

Deeply anesthetized mice (130/10 mg/kg b.w. ketamine/
xylazine i.p. WDT/Bayer Health Care) were perfused with 
phosphate-buffered saline (PBS) followed by 4% formalin 
solution. Mouse brains were dissected and post-fixed in 4% 
formalin for 24 h. Fixed brains were cut into coronal 50 μm 
thick sections on a vibratome (VT1000S, Leica). Brain slices 
were permeabilized over night with 2% Triton X-100 in PBS 
and blocked for 2 h at RT with 10% normal goat serum 
(Sigma-Aldrich) in 0.3% Triton X-100 in PBS. Slices were 
then incubated with a rabbit polyclonal antibody directed 
against BACE1 (1:100; D10E5, Cell Signaling) in 0.3% 
Triton X-100 for 2 days at 4 °C. Sections were washed in 
PBS and incubated with the secondary antibody coupled to 
Alexa594 (anti-rabbit 1/500, Invitrogen) for 2 days at 4 °C. 
To detect β-amyloid fibrils, the slices were incubated for 
15 min with 10 µg/mL Methoxy-X04 in 50% ethanol and 
were washed three times with 50% ethanol at RT. Sections 
were finally washed for three times 10 min with PBS before 
mounting them on glass coverslips with fluorescence-con-
serving mounting medium (Dako).

Confocal imaging

Images were acquired with a LSM 780 confocal microscope 
(Zeiss) equipped with a 40×/1.4 oil immersion objective. 
Excitation wavelengths were 405 and 561 nm, and emission 
was collected at 410–580 nm and 585–735 nm for Meth-
oxy-X04 and BACE1, respectively. In each mouse brain, 
3-dimensional 16 bit data stacks of 1024 × 1024 × 100 pix-
els were acquired in the somatosensory cortex at a lateral 
resolution of 0.1 μm/pixel and an axial resolution of 0.2 µm/
pixel.

Analysis of 3D microscopical data

All data stacks obtained by in vivo two-photon microscopy 
were deconvoluted using AutoQuant (AutoQuantX3, Media 
Cybernetics). For quantification of amyloid plaques, presyn-
aptic boutons, presynaptic dystrophies as well as BACE1 
positive dystrophies, the 3D data stacks of fluorescence 
intensity were analyzed using custom-written MATLAB 
software. Initially, local background subtraction was per-
formed to diminish intensity variations among different 
stacks. Subsequently, a percentile-based intensity threshold 
was applied, and connected component analysis was used to 
identify contiguous clusters of voxels. This standard analysis 

was slightly modified for each of the biological readouts 
with the detailed analysis described below.

To define BACE1 positive dystrophies, the 70th percen-
tile of immunofluorescence signal was used as threshold 
for each image stack. Connected component analysis was 
applied to identify clusters of contiguous voxels, and clusters 
smaller than 1 µm3 were excluded.

For data stacks of  VGLUT1Venus fluorescence, the 75th 
percentile was used as threshold. Due to the dense arrange-
ment of VGLUT1 positive structures, applying that thresh-
old results in a web-like mask of supra-threshold voxels with 
nearby structures still merging into one another. Therefore, 
the data was further segmented morphologically by calcu-
lating the distance transformation, followed by watershed 
segmentation along minimal distance ridges. Subsequently, 
the minimal diameter as well as the distance to the closest 
plaque was obtained for each segment. To analyze the distri-
bution of minimal diameter of VGLUT1 positive structures 
as a function of plaque distance and plaque size, the minimal 
diameter was binned into 0.2 µm steps. Bouton densities in 
relation to the distance from plaques were fitted using one-
phase association curves.

• Y(d) = Y0 + (Plateau − Y0) × (1 − e–K × d), with d = dis-
tance to closest plaque and Y = bouton density.

The half-distance (ln (2)/K) was obtained as measure for 
the sphere of toxic influence of plaques on bouton density.

Amyloid plaques were identified applying the 90th per-
centile on the Methoxy-X04 fluorescence intensity data. 
Since amyloid burden typically constitutes up to 2% of brain 
volume in the imaged brain region of 7 months old APPPS1 
mice, this threshold is intentionally set to a very low level. 
It allows determining the total size of amyloid plaques, 
as opposed to thresholding operations such as using local 
contrast or half-width intensity that rather detect the dense 
plaque core. Subsequently, individual amyloid plaques were 
tracked over time. For this purpose, the image data from 
consecutive timepoints was loaded as time series in Imaris 
(Version 7.7.2, Bitplane). Plaque volumes were extracted 
by 3D surface rendering and were semi-automatically 
tracked over time using the surface tracking module of Ima-
ris. To identify events of plaque formation, plaques were 
tracked back to the first timepoint of appearance and were 
only assessed when present for at least 3 weeks, to warrant 
unambiguous distinction from background signal. Therefore, 
quantification of plaque density and formation only include 
values up to 8 weeks post-treatment even though imaging 
was performed up to 10 weeks. Correct tracking was manu-
ally checked for each amyloid plaque. For reliable determi-
nation of the actual size of each amyloid plaque, the largest 
extension in XY was determined and the radius was cal-
culated as, radius =

√

area∕� , assuming spherical shape of 
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plaques [37]. The radii of individual plaques were fitted with 
a monophasic association function, and radial growth rate at 
each timepoint was obtained by calculating the first deriva-
tive of the best fit. All plaques contacting the image border 
were excluded from the analysis. The distribution of presyn-
aptic boutons, presynaptic dystrophies and BACE1 positive 
dystrophies was analyzed with regards to proximity to the 
closest amyloid plaque. For this purpose, a quasi-Euclidean 
3D distance transformation was performed to identify the 
distance of every voxel to the closest plaque border. Distance 
was calculated at 1 µm resolution from the outer border of 
plaques into surrounding tissue as well as towards the inside 
of each plaque. Voxels inside plaques were assigned negative 
distance from plaque border. To quantify the pathological 
impact of each plaque separately, the 3D volume was divided 
into sectors with all voxels closest to a particular plaque 
constituting the sector of that plaque.

For the correlation of plaque formation rate with plaque 
distance, the distance to the closest already existing plaque 
was determined for each formation event at the respective 
timepoint of formation. All plaques that formed after treat-
ment onset were pooled and closest plaque distance was 
binned into 20 µm segments. For the frequency distribution 
of minimal inter-plaque distance, the distance to the closest 
plaque was determined for all plaques at week 10, and inter-
plaque distance was binned in 20 µm segments.

Results

NB‑360 potently reduces soluble Aβ levels

To assess the efficacy of the BACE1 inhibitor NB-360 
[63], APPPS1 mice [64] were fed with food pellet contain-
ing NB-360 or vehicle, starting at an age of 6 weeks. After 
2 weeks of chronic treatment, soluble Aβ40 and Aβ42 lev-
els were determined via ELISA. NB-360 treatment reduced 
soluble Aβ40 and Aβ42 levels in the forebrain by 80% and 
plasma Aβ40 levels by 70% (Fig. 1a). Consistent with pre-
vious studies [22, 63], full-length APP was significantly 
increased after BACE1 inhibition, while BACE1 levels 
remained unaltered (Supplementary Fig. 1). The experiment 
was performed before onset of β-amyloid deposition, since 
deposited Aβ might bias the measure of changes in peptide 
synthesis.

BACE1 inhibition slows down β‑amyloid deposition

We further tested whether pharmacological interference with 
Aβ generation reduces β-amyloid plaque burden and plaque-
associated synaptic pathology. In  APPPS1xVGLUT1Venus 
mice, chronic in vivo two-photon imaging of Methoxy-X04 
stained β-amyloid plaques and glutamatergic boutons was 

performed weekly in the somatosensory cortex from 3 to 
7 months of age (Fig. 1b, c). NB-360 or vehicle treatment 
was initiated at 4 months of age. In each mouse, approxi-
mately 67 individual plaques were tracked at consecutive 
imaging timepoints (Fig. 1d), and changes in size were 
quantified over time (Fig. 1e–h). In vehicle-treated mice, 
β-amyloid burden increased linearly over the imaging period 
at a rate of 0.085 ± 0.022% brain volume occupied by fibril-
lar Aβ per week. BACE1 inhibition significantly slowed 
down β-amyloid deposition by 54% (Fig. 2a). β-amyloid 
deposition progressed faster in female compared to male 
mice (Supplementary Fig. 2). This observation is in line 
with a previous study on β-amyloid deposition in 5XFAD 
mice [66] and likely caused by the presence of an estrogen 
response element in the Thy-1 promoter driving expres-
sion of APP and PS1 in these transgenic AD mice. BACE1 
inhibitor treatment had comparable impact in both genders, 
which is consistent with previous results of BACE1 haplo-
insufficiency in different genders [21]. Since the number of 
females and males was counterbalanced between treatment 
cohorts, mice of both genders were pooled for subsequent 
experiments.

BACE1 inhibition effectively lowers formation 
of new plaques

β-amyloid deposition can occur either by accretion of solu-
ble Aβ to the surface of existing plaques or via de novo 
plaque formation. BACE1 inhibition significantly reduced 
the formation rate of new plaques (Fig. 2b). Mean forma-
tion rate started to decrease in the second week of BACE1 
inhibitor treatment and reached a mean reduction by 12-fold 
between 4 to 8 weeks after treatment. After 8 weeks of 
BACE1 inhibitor treatment, plaque density was reduced by 
18.9% compared to vehicle treatment (values were normal-
ized to week 0, Fig. 2c). Measurements of plaque formation 
and density are presented only up to 8 weeks after treatment, 
since newly formed plaques have to be present for at least 3 
consecutive timepoints to warrant accurate detection.

BACE1 inhibition reduces plaque growth

Growth of individual plaques was quantified as incremental 
increase of plaque radii per week. Over the imaging period, 
plaque growth slightly decreased with time in both cohorts 
(Fig. 2d). Thus, the imaging period relates to the transition 
phase of β-amyloid deposition [14], when the plaque surface 
available for further Aβ accretion, starts to exceed the avail-
able levels of soluble Aβ [3, 12, 14, 83]. Apart from the age-
dependent decline, BACE1 inhibition significantly reduced 
plaque growth rates. Between 1 to 10 weeks after treatment, 
mean plaque growth was reduced by approximately 52% 
(values were normalized to week 0, Fig. 2d). Once plaques 
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had formed, they did not shrink nor disappear throughout the 
treatment period. In line with a previous publication [37], 
plaque growth rates were similar for different plaque sizes 
and BACE1 inhibition reduced plaque growth, irrespective 
of plaque size (Supplementary Fig. 3a). After 10 weeks of 
chronic BACE1 inhibitor treatment, pre-existing plaques 
remained smaller and less small plaques were present (Sup-
plementary Fig. 3b).

Formation of new plaques is enhanced in vicinity 
to pre‑existing plaques

Previous studies have shown that BACE1 accumulates in 
plaque-associated presynaptic dystrophies [20, 47, 86, 87] 
and thereby locally enhances Aβ production [67]. However, 
so far it is unclear whether elevated Aβ levels within peri-
plaque dystrophies significantly potentiates extracellular 
β-amyloid deposition and whether inhibition of BACE1 
activity might break this vicious pathogenic cycle. In line 
with previous studies, our immunohistochemical analysis 
indicates that BACE1 accumulation is restricted to the vicin-
ity of plaques and was detected up to approximately 5 µm 
from plaque borders (Fig. 3a, b). In both treatment cohorts, 
local BACE1 accumulation was already evident for small 
plaques and significantly increased with plaque size, reach-
ing a maximum for plaques of approximately 10 µm radius 
(Fig. 3c). Inhibition of BACE1 activity did not reduce local 
accumulation of BACE1 protein comparing equally sized 
plaques at the end of the treatment period. To investigate 
whether BACE1 accumulation in peri-plaque dystrophies 
might exacerbate local β-amyloid deposition, we quantified 
whether de novo plaque formation is enhanced close to pre-
existing plaques. For this purpose, the distance to the closest 
plaque was calculated in all parts of the imaged brain vol-
ume (Fig. 3d) and the number of plaques that formed close 

and distant to pre-existing plaques within 1–8 weeks after 
treatment initiation was quantified (Fig. 3e). The average 
distance of brain volume to closest plaques was approxi-
mately 55 µm and reached a maximal distance of 160 µm 
(Supplementary Fig. 3c, d). In contrast, most plaques formed 
within 40 µm distance to pre-existing plaques. In vehicle-
treated mice, the rate of plaque formation within 0-20 µm 
distance from pre-existing plaques was 4.2-fold higher as 
compared to the rate at 80-100 µm distance (Fig. 3f). In 
line with this observation, short inter-plaque distances were 
significantly more frequent at the end of the imaging period 
(Supplementary Fig. 2e). In BACE1 inhibitor-treated mice, 
plaque formation was globally reduced at all distances to 
plaques and was almost exclusively restricted to the vicinity 
of pre-existing plaques.

BACE1 inhibition mitigates progression 
of presynaptic pathology

To assess, whether the beneficial impact of BACE1 inhibition 
on β-amyloid deposition mitigates synaptic pathology, the size 
and density of VGLUT1 positive structures was quantified in 
 APPPS1xVGLUT1Venus mice [39, 64]. In each mouse, approx-
imately 20 individual plaques were tracked with high resolu-
tion at consecutive imaging timepoints up to 8 weeks after 
treatment. The  VGLUT1Venus fluorescence pattern appeared 
punctate with small sphere-like presynaptic boutons distant 
from plaques and large swollen presynaptic dystrophies in 
proximity to plaques (Fig. 4a). Custom-written MATLAB 
cluster analysis was applied for automated morphological 
segmentation (Fig. 4b, upper panel), to quantify how the frac-
tion of differently sized VGLUT1 positive structures changes 
with distance to plaque border. Distant to plaques (> 30 µm 
from plaque border) approximately 20% of brain volume was 
VGLUT1 positive and the size of structures remained below 
2.0 µm (Fig. 4b, lower panel). VGLUT1 positive structures 
were classified according to their size either as boutons or 
presynaptic dystrophies. A diameter of 2.0 µm was defined as 
maximal threshold for boutons, since in wild type mice less 
than 1.0% of VGLUT1 positive structures were larger (Sup-
plementary Fig. 4a). Furthermore, a diameter of 2.0 µm also 
demarked the transition size, at which VGLUT1 positive struc-
tures became more abundant in proximity to plaques (Sup-
plementary Fig. 4b). Small plaques up to 4 µm radius did not 
develop presynaptic dystrophies but already showed a distinct 
local reduction of boutons. When plaques reached radii above 
4 µm, presynaptic dystrophies emerged within a range of up to 
approximately 10 µm around plaque borders. With increasing 
plaque size, the fraction of presynaptic dystrophies increased 
further. After plaques had reached a radius between 10 to 
14 µm, the fraction of presynaptic dystrophies remained stable. 
BACE1 inhibitor treatment did not have an apparent impact on 
the size distribution of VGLUT1 positive structures for equally 

Fig. 1  Pharmacological inhibition of BACE1 reduces soluble Aβ 
levels. a Six-week-old mice were treated for 14  days with vehicle 
or NB-360 and were sacrificed thereafter to determine Aβ levels. 
BACE1 inhibitor treatment significantly reduced the levels of Aβ40 
and Aβ42 in forebrain and plasma. Data presented as mean ± SEM 
with **p  <  0.01; ***p  <  0.001; n  =  6 mice per group; t-test. b 
In vivo two-photon imaging was performed weekly in the somatosen-
sory cortex of  APPPS1xVGLUT1Venus mice. c Mice were reimaged 
repetitively from 3 to 7 months of age. After four timepoints of base-
line imaging (at an age of 4 months), mice were administered vehi-
cle or NB-360 in food pellet until 7  months of age. d In the same 
region of interest, Methoxy-X04 stained β-amyloid plaques (cyan) 
and  VGLUT1Venus positive glutamatergic boutons (green) were 
repetitively imaged. The image series shows a plaque from a vehicle-
treated mouse. Scale bar represents 40  μm. e Time series of repre-
sentative 3D rendered plaques of the vehicle (light gray) and NB-360 
(dark gray) treated cohorts. Scale bar represents 60 μm. f, g For the 
same plaques as in e the radii at consecutive timepoints were calcu-
lated, fitted with monophasic association functions, and h growth 
rates at each timepoint were derived
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sized plaques. In line with previous studies [7, 24, 32, 50, 53, 
75], the density of boutons locally decreased in proximity 
to plaques. This bouton loss became more pronounced with 
increasing plaque size, but did not differ between equally sized 
plaques of the two treatment cohorts (Fig. 4c, Supplementary 
Fig. 4c). In both treatment cohorts, the corona of presynaptic 
dystrophies became denser with increasing plaque size, but 
did not differ between equally sized plaques of both treatment 
cohorts (Fig. 4d). We then investigated whether the overall 
reduction in plaque formation and growth would beneficially 
influence the total amount of presynaptic dystrophies. Indeed, 
with time, the formation rate of plaque-associated presynaptic 
dystrophies was reduced by tenfold in BACE1 inhibitor-treated 
mice (Fig. 4e).

Discussion

The impact of BACE1 inhibitor treatment was tested at 
the transition stage of β-amyloid deposition, when initial 
plaques have already formed, but neither plaque formation 

nor plaque growth have saturated. For the majority of AD 
patients, lacking predictive genetic markers, such a stage 
might represent a realistic starting point for presymptomatic 
treatment, since β-amyloid deposition is among the earliest 
detectable pathological alterations in the AD brain [2, 71].

BACE1 inhibitor treatment reduced plaque growth 
in APPPS1 mice by twofold, and plaque formation by 
12-fold with no sign of compensatory adaptation over the 
2.5 months long treatment period. The particularly strong 
impact of BACE1 inhibitor treatment on the formation of 
new plaques might have two mechanisms. (1) Nucleation 
seed formation requires higher critical Aβ concentration 
than accretion to already existing β-amyloid fibrils [14, 36, 
38, 45]. (2) Furthermore, accumulation of BACE1 in peri-
plaque dystrophies [20, 47, 86, 87] enhances local Aβ gen-
eration [67] and thereby might exacerbate further β-amyloid 
deposition. In fact, our data and a previous study [61] show 
that pre-existing plaques potentiate local plaque formation, 
which indicates that enhanced Aβ generation within peri-
plaque dystrophies significantly contributes to extracellular 
β-amyloid deposition. Moreover, the immunohistochemical 

Fig. 2  BACE1 inhibition most effectively lowers formation of 
new plaques. a Integrated volume fraction of all β-amyloid plaques 
(TWA: Fint[13]  =  3.31, p  <  0.001; Ftime[13]  =  35.07, p  <  0.0001). 
Lines show linear regressions of the data (F-test, p < 0.01). b Mean 
rate of newly formed plaques (TWA: Fint[33]  =  1.65, p  =  0.020; 
Ftime[11] = 2.05, p = 0.026), and c kinetics of mean plaque density 

(TWA: Fint[33] = 4.41, p < 0.0001; Ftime[11] = 35.28, p < 0.0001). 
d Kinetics of mean plaque growth rates (TWA: Fint[30]  =  1.80, 
p  =  0.010; Ftime[10]  =  42.90, p  <  0.0001). Data presented as 
mean  ±  SEM; n  =  5–6 mice (mean plaque number analyzed per 
mouse = 67)



Acta Neuropathologica 

1 3

Fig. 3  Pre-existing plaques locally potentiate formation of new 
plaques. a BACE1 immunostainings 10  weeks after treatment initi-
ation. The green line depicts the outer plaque border as defined by 
Methoxy-X04 fluorescence, and white lines indicate 5  µm spaced 
distance rings from the plaque border. Scale bar represents 10  μm. 
b Fraction of BACE1 immuno positive brain volume at varying 
distances to the closest plaque border. c Mean fraction of BACE1 
immuno positive brain volume within 1  µm distance from plaque 
border for plaques of different radii (TWA: Fint[4] = 0.63, p = 0.643; 
Ftreatment[1] = 0.01, p = 0.912; Fradius[4] = 5.90, p < 0.001). d In all 
parts of the imaged brain volume, the distance to the closest plaque 
was determined via 3D distance transformation. In this simplified 
illustrative image, the distance representation is demonstrated only 
for plaques positioned on one Z-layer. Black concentric rings indi-
cate distance to closest plaque border with 10 µm interval. Red lines 

outline sectors of the image stack closest to one individual plaque. e 
Representative images of 3D rendered plaques before and 8  weeks 
after treatment. White plaques were already present at treatment start 
while colored plaques appeared during the treatment period. The 
colormap indicates the distance of each newly formed plaque to the 
closest border of a pre-existing plaque at the respective timepoint of 
formation. Since plaques are scattered in 3D over a depth of 200 µm, 
the inter-plaque-distance in these 2D representations occasionally 
seems smaller than inferred from the color code. Scale bar represents 
50 µm. f Mean rate of plaque formation after treatment initiation at 
varying distances to already existing plaques (TWA: Fint[4]  =  2.20, 
p  =  0.089; Ftreatment[1]  =  8.17, p  =  0.019; Fdistance[4]  =  6.17, 
p < 0.001). Data presented as mean ± SEM. b, c n = 5–6 mice (mean 
plaque number analyzed per mouse = 44). d–f n = 5–6 mice, (mean 
number of newly formed plaques analyzed per mouse = 15)
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results indicate that inhibition of BACE1 activity does not 
alleviate accumulation of BACE1 protein at plaques. Conse-
quently, even though plaque formation was globally reduced 
after BACE1 inhibition, the rate of new plaque formation 

remained higher close to plaques. Thus, at a stage when 
β-amyloid pathology has commenced, pre-existing plaques 
locally aggravate further β-amyloid deposition and thereby 
hamper pharmacological intervention. Consistently, BACE1 
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inhibition only moderately reduced growth of plaques, 
while plaque formation—especially distant to pre-existing 
plaques—was almost halted in APPPS1 mice.

We quantified whether the beneficial impact of BACE1 
inhibitor treatment on β-amyloid deposition might allevi-
ate presynaptic pathology in APPPS1 mice. Consistent with 
previous work, presynaptic dystrophies and bouton loss were 
detected most notably in vicinity to plaques [7, 24, 32, 50, 
53, 75]. BACE1 inhibitor treatment reduced the overall rate 
of plaque-associated presynaptic dystrophy formation by 
approximately tenfold. However, comparing the dystrophic 
corona around plaques of similar size, we could not detect 
a significant reduction. Likewise, equally sized plaques 
exhibited similar extent of BACE1 accumulation and similar 
degree of local bouton loss in both treatment cohorts. These 
findings indicate that once neuritic plaques have formed, 
the local toxicity remains even after 2 months of chronic 
BACE1 inhibitor treatment. In line with this observation, 
elevated BACE1 levels are neither reverted in young nor old 
5XFAD mice even after prolonged BACE1 inhibition [22]. 
Thus, the overall beneficial impact of BACE1 inhibitor treat-
ment on total amount of plaque-associated presynaptic dys-
trophies seems to be a result of an overall reduced number 
and size of plaques. Considering a reduction of soluble Aβ 
levels by 80%, these data support the notion that presynaptic 
dystrophies and pathological accumulation of BACE1 are a 
response to fibrillar Aβ and not soluble Aβ species. Accord-
ingly, BACE1 levels are not enhanced in individuals with 
cerebral atherosclerosis [65], a potential marker for preclini-
cal AD and thus BACE1 levels seem to increase in parallel 
with β-amyloid deposition [56], but not before.

Apart from the treatment effect, our data provide quantita-
tive characterization on the kinetics of peri-plaque presynap-
tic dystrophy formation. Dystrophies started to emerge when 

plaques reached approximately 4 µm radius. With increasing 
plaque size, the density of presynaptic dystrophies increased, 
reaching a plateau at approximately 10 µm plaque radius. 
Interestingly, the immunohistochemical analysis indicates 
that accumulation of BACE1 in vicinity to plaques also 
reached a plateau at similar plaque size. A potential cause for 
this plateau could be that over time peri-plaque presynaptic 
dystrophies disappear due to axon loss [5]. Thus, with time, 
formation and loss of presynaptic dystrophies might reach a 
dynamic equilibrium.

Altogether, our longitudinal data imply that commenc-
ing BACE1 inhibitor treatment at the transition stage of 
β-amyloid progression effectively alleviates Aβ deposition 
and plaque-associated synaptic Aβ pathology in APPPS1 
mice. However, the in vivo microscopy approach also indi-
cates that in APPPS1 mice, BACE1 inhibitor treatment nei-
ther halted β-amyloid deposition nor cleared plaques that 
were already present at treatment initiation. Despite pro-
nounced reductions in Aβ synthesis, the extent of local bou-
ton loss, presynaptic dystrophies and pathological BACE1 
accumulation remained even after prolonged BACE1 inhibi-
tor treatment. These observations are in accordance with 
a previous study which reported lower β-amyloid burden 
in BACE1 inhibitor-treated  APPLondon transgenic mice, but 
not a reduction below baseline levels [43]. Even genetically 
halting de novo Aβ synthesis in inducible APP transgenic 
mice does not affect pre-existing Aβ burden [44]. These 
data correspond to the observation that long-term BACE1 
inhibitor treatment of Tg2576 mice only prevented memory 
decline when initiated before onset of β-amyloid deposition 
[15, 30], but neither rescued memory decline in Tg2576 
[15] nor 5XFAD mice [22] when initiated after pronounced 
β-amyloid deposition. Conversely, a previous study reported 
that BACE1 inhibitor treatment repairs pathophysiology and 
cognitive deficits in APP23xPS45 mice even when initiated 
after the development of extensive Aβ pathology [49]. Addi-
tionally, previous immunohistochemical studies reported 
that BACE1 inhibition halted Aβ deposition in APP51/16 
mice [63] or even caused plaque clearance as well as an 
attenuation of dystrophic area below the level at treatment 
initiation in Tg2576 mice [73]. However, since longitudinal 
data is lacking, it remains an open question if pre-existing 
plaques are actually cleared in these models. Especially the 
Tg2576 model is prone to large inter-animal heterogeneity 
with regard to the extent of β-amyloid deposition [13].

In this context, it is important to emphasize that APPPS1 
mice overexpress human APP with the Swedish mutation, 
which is more efficiently cleaved by BACE1 than wild type 
APP [70, 76, 82], which results in an aggressive model of 
early-onset amyloid pathology [64]. It is currently unknown 
to what extent findings in rodent models will translate to the 
human AD pathology. In AD patients, β-amyloid pathology 
progresses markedly slower and treatment can be performed 

Fig. 4  BACE1 inhibition alleviates progressive plaque-associated 
presynaptic pathology. a  VGLUT1Venus fluorescence micrographs 
for two plaques before and 8  weeks after treatment. b Segmenta-
tions of the respective images in a, with color code indicating the 
minimal diameter of individual  VGLUT1Venus positive structures. 
Magenta colored lines depict the outer plaque border and white lines 
indicate 5 µm spaced distance rings from plaque border. The cumu-
lative distributions (below) indicate the proportion change of dif-
ferently sized VGLUT1 positive structures with distance to closest 
plaque. c Quantification of the density of VGLUT1 positive boutons 
after treatment initiation at varying distances and for plaques of dif-
ferent radii. Traces were fitted with monophasic association func-
tions to obtain the half-distance as quantitative measure of the toxic 
effect. d Fraction of brain volume within 2 µm distance from plaque 
border occupied by presynaptic dystrophies for plaques of differ-
ent radii (TWA: Fint[6]  =  0.46, p  =  0.835; Ftreatment[1]  =  0.047, 
p  =  0.834; Fradius[6]  =  5.21, p  <  0.001). e Total fraction of dys-
trophic brain volume within 10  µm distance from plaque border 
(TWA: Fint[11]  =  2.29, p  =  0.016; Ftime[11]  =  12.60, p  <  0.0001). 
Lines show linear regressions of the data (F-test, ns). Data presented 
as mean ± SEM; n = 4–6 mice, (mean plaque number analyzed per 
mouse = 20). Scale bars in a and b represent 10 μm
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over longer time periods than is possible within the life span 
of any rodent model. In November 2017, Merck reported 
slight reduction of β-amyloid burden below baseline by 
2–4% after 18 months long treatment of mild-to-moderate 
AD patients with the BACE1 inhibitor verubecestat (Clini-
cal Trials on Alzheimer’s Disease conference). However, 
the treatment failed to rescue the cognitive decline, and it 
remains unclear whether neuritic plaques could be cleared 
[72]. It might be worthwhile to note that treatment-related 
side effects, such as increased falling and slight reduction 
in hippocampal volume were also reported at the provided 
BACE1 inhibitor dosage [72]. Future clinical trials in pre-
symptomatic patients might finally clarify whether halting 
or even reverting β-amyloid pathology can be achieved with 
tolerable BACE1 inhibitor dosage. We interpret our data that 
BACE1 inhibitor treatment at an early stage of β-amyloid 
deposition at least slows down progression of β-amyloid 
pathology, which raises realistic hope for delaying patho-
logical progression in presymptomatic AD patients (illus-
trated in Fig. 5).

In the past, numerous substrates of BACE1 have been 
identified, including 33 neuronal proteins [54], and recent 
studies have revealed mechanism-based adverse effects of 
BACE1 inhibition in animal models [16, 26, 88]. While 
initially no adverse effects were reported in the terminated 
EPOCH trial of the BACE1 inhibitor verubecestat, only 
recently treatment-related side effects have been identified, 
such as increased falling and slight reduction in hippocampal 

volume [72]. In light of potential adverse effects of BACE1 
inhibition, it will be critical to minimize BACE1 inhibitor 
dosage as much as possible. This particularly applies for 
presymptomatic treatment that will require life-long drug 
administration, initiated at a stage when individuals are still 
cognitively normal. Furthermore, not all patients diagnosed 
with preclinical AD might finally convert to dementia stage 
during their lifetime. While pharmacological BACE1 inhi-
bition seems clinically beneficial in the context of elevated 
BACE1 and Aβ levels in brains of AD patients [28, 29, 56, 
58, 85], the unequal distribution of BACE1 close versus dis-
tant to plaques poses a major obstacle. An adequate BACE1 
inhibitor dosage, necessary to sufficiently inhibit elevated 
BACE1 activity in peri-plaque dystrophies [20, 47, 86, 
87] might cause excessive inhibition of BACE1 distant to 
plaques. Conversely, partial inhibition to ensure physiologi-
cal BACE1 activity might not suffice to break the vicious 
cycle of self-sustained Aβ generation close to plaques.

The finding of particular susceptibility of plaque forma-
tion in response to BACE1 inhibition, points to a therapeu-
tic strategy that could balance potential adverse effects and 
sufficient reduction of β-amyloid deposition. Such a com-
promise would be to aim for a level of therapeutic BACE1 
inhibition that prevents formation of new plaques rather than 
aiming for complete arrest of plaque growth. Thereby, it 
is possible that a therapeutic time window exists, in which 
pharmacological BACE1 inhibition is clinically effective 
without inducing adverse effects. In agreement with this 
notion, relatively modest but sustained reduction of Aβ lev-
els by 40% results in five- to sevenfold reduced risk of devel-
oping AD [46]. In addition, slight reduction of Aβ levels by 
12% in BACE1+/− mice reduces total Aβ deposition by 50% 
in aged mice [62].

Experimental data from mice indicate that formation of 
new plaques typically occurs in the initial stage of β-amyloid 
progression [10] and that toward later stages new plaques 
rarely form, while existing plaques continue to grow [14, 
37]. Therefore, it will be crucial to diagnose AD before 
widespread β-amyloid deposition. Since the majority of spo-
radic AD cases lack predictive genetic markers, the major 
future challenge will be to identify early AD biomarkers. 
Indeed, clinical biomarkers have already been determined 
that enable AD diagnosis several years before symptom 
onset [2, 71], thus paving the way for presymptomatic 
treatment.

β-amyloid deposition typically initiates locally at dis-
tinct sites in the brain and then gradually disperses into 
adjoining unaffected regions [6, 8–11, 74]. Therefore, in 
one individual, the stage of β-amyloid pathology might 
vary between brain regions. Our data and a previous pub-
lication [61] indicate that pre-existing plaques potentiate 
plaque formation within 50 µm radius from plaque borders. 
Thus, halting plaque formation might not stop β-amyloid 

Fig. 5  Theoretical impact of pharmacological BACE1 inhibition on 
the kinetics of β-amyloid deposition. The process of plaque forma-
tion mainly occurs in the initial stage of β-amyloid progression [10]. 
Conversely, at later stages, new plaques rarely form, while existing 
plaques continue to grow [14, 37]. However, our data indicate that 
BACE1 inhibition mainly affects formation rather than growth of 
plaques. Consequently, patients might suffer from diminishing effi-
ciency of therapeutic BACE1 inhibition during the progression of 
AD, which emphasizes the relevance of presymptomatic treatment
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progression in already affected brain regions, but could 
suffice to prevent initiation of β-amyloid pathology in 
previously unaffected regions. Therefore, it might be of 
particular importance to initiate treatment at a stage when 
only distinct brain regions are affected by initial β-amyloid 
pathology. For translation of this pharmacological strat-
egy into clinical therapy, it would be necessary to empiri-
cally determine a BACE1 inhibitor dosage that effectively 
prevents β-amyloid deposition in previously unaffected 
brain regions, e.g., by PET imaging. However, we point 
out that in this study, only a single BACE1 inhibitor dos-
age was tested at one stage of β-amyloid pathology and 
therefore these assumptions require further investigation. 
The APPPS1 model might not be optimally suited for such 
experiments since plaque formation even proceeds under 
strong pharmacological BACE1 inhibition that already 
impairs spine turnover in wild type mice [88].

In summary, we demonstrate that pharmacological 
BACE1 inhibition slows down progression of β-amyloid 
pathology in a mouse model of AD. To take advantage 
of the pronounced susceptibility of plaque formation in 
response to BACE1 inhibition, treatment should be com-
menced before widespread β-amyloid deposition. Thereby, 
it might suffice to adjust BACE1 inhibition to a level that 
keeps formation of new plaques at bay and still effectively 
delays the progression of β-amyloid pathology to AD.

Acknowledgements We thank Mathias Jucker for providing the 
APPPS1 mouse model and Nadine Lachner, Sarah Hanselka, and Eric 
Grießinger for their excellent technical support and animal care. We 
like to give special thanks to Dr. Carmelo Sgobio and Dr. Steffen Bur-
gold for scientific support and advice on the manuscript.

Author contributions FP, HS, ER, and TB performed the measure-
ments. FP analyzed and quantified the data. EH and NB provided the 
 VGLUT1Venus mouse model. DRS and UN provided the BACE1 inhibi-
tor NB-360 and performed measurements of soluble Aβ. FP, SF, UN 
and JH interpreted the data. FP, SF, MD, UN and JH contributed to 
the conception and design of the study. FP, SF, UN and JH wrote the 
manuscript. FP, EH, TB, SF, NB, UN and JH provided critical revi-
sions. All authors approved the final manuscript.

Funding This work was funded by the Munich Cluster for Systems 
Neurology SyNergy (EXC1010) and by the ITN Extrabrain (606950).

Compliance with ethical standards 

Conflict of interest DRS and UN are full-time employees of Novartis 
Pharma AG, Basel Switzerland. The remaining authors declare no con-
flict of interest.

Ethical approval All applicable international, national, and/or insti-
tutional guidelines for the care and use of animals were followed. 
All protocols and procedures involving animals were approved and 
conducted in accordance with the ethical standards of the Ludwig-
Maximilian University and the Government of Upper Bavaria (Az. 
55.2-1-54-2532-62-12).

Open Access This article is distributed under the terms of the Creative 
Commons Attribution 4.0 International License (http ://crea tive comm 
ons.org/lice nses /by/4.0/), which permits unrestricted use, distribution, 
and reproduction in any medium, provided you give appropriate credit 
to the original author(s) and the source, provide a link to the Creative 
Commons license, and indicate if changes were made.

References

 1. Alzheimer’s Association (2016) 2016 Alzheimer’s disease facts 
and figures. Alzheimers Dement J Alzheimers Assoc 12:459–509

 2. Bateman RJ, Xiong C, Benzinger TLS, Fagan AM, Goate A, Fox 
NC et al (2012) Clinical and biomarker changes in dominantly 
inherited Alzheimer’s disease. N Engl J Med 367:795–804. http 
s://doi.org/10.1056 /NEJM oa12 0275 3

 3. Bittner T, Burgold S, Dorostkar MM, Fuhrmann M, Wegenast-
Braun BM, Schmidt B et al (2012) Amyloid plaque formation pre-
cedes dendritic spine loss. Acta Neuropathol (Berl) 124:797–807. 
http s://doi.org/10.1007 /s004 01-012-1047 -8

 4. Bittner T, Fuhrmann M, Burgold S, Jung CKE, Volbracht C, 
Steiner H et al (2009) Gamma-secretase inhibition reduces spine 
density in vivo via an amyloid precursor protein-dependent path-
way. J Neurosci Off J Soc Neurosci 29:10405–10409. http s://doi.
org/10.1523 /JNEU ROSC I.2288 -09.2009 

 5. Blazquez-Llorca L, Valero-Freitag S, Rodrigues EF, Merchán-
Pérez Á, Rodríguez JR, Dorostkar MM et al (2017) High plasticity 
of axonal pathology in Alzheimer’s disease mouse models. Acta 
Neuropathol Commun 5:14. http s://doi.org/10.1186 /s404 78-017-
0415 -y

 6. Blennow K, Zetterberg H, Fagan AM (2012) Fluid biomarkers in 
Alzheimer disease. Cold Spring Harb Perspect Med 2:a006221. 
http s://doi.org/10.1101 /cshp ersp ect.a006 221

 7. Boncristiano S, Calhoun ME, Howard V, Bondolfi L, Kaeser SA, 
Wiederhold K-H et al (2005) Neocortical synaptic bouton number 
is maintained despite robust amyloid deposition in APP23 trans-
genic mice. Neurobiol Aging 26:607–613. http s://doi.org/10.1016 
/j.neur obio lagi ng.2004 .06.010

 8. Braak H, Braak E (1990) Alzheimer’s disease: striatal amyloid 
deposits and neurofibrillary changes. J Neuropathol Exp Neurol 
49:215–224

 9. Braak H, Braak E (1991) Neuropathological stageing of Alzhei-
mer-related changes. Acta Neuropathol (Berl) 82:239–259

 10. Braak H, Braak E (1997) Frequency of stages of Alzheimer-related 
lesions in different age categories. Neurobiol Aging 18:351–357

 11. Braak H, Tredici KD (2004) Alzheimer’s disease: intraneuronal 
alterations precede insoluble amyloid-β formation. Neurobiol 
Aging 25:713–718. http s://doi.org/10.1016 /j.neur obio lagi ng.2003 
.12.015

 12. Burgold S, Bittner T, Dorostkar MM, Kieser D, Fuhrmann M, 
Mitteregger G et al (2010) In vivo multiphoton imaging reveals 
gradual growth of newborn amyloid plaques over weeks. Acta 
Neuropathol (Berl) 121:327–335. http s://doi.org/10.1007 /s004 
01-010-0787 -6

 13. Burgold S, Bittner T, Dorostkar MM, Kieser D, Fuhrmann M, 
Mitteregger G et al (2011) In vivo multiphoton imaging reveals 
gradual growth of newborn amyloid plaques over weeks. Acta 
Neuropathol (Berl) 121:327–335. http s://doi.org/10.1007 /s004 
01-010-0787 -6

 14. Burgold S, Filser S, Dorostkar MM, Schmidt B, Herms J (2014) 
In vivo imaging reveals sigmoidal growth kinetic of β-amyloid 
plaques. Acta Neuropathol Commun 2:1

 15. Chang W-P, Huang X, Downs D, Cirrito JR, Koelsch G, Holtzman 
DM et al (2011) Beta-secretase inhibitor GRL-8234 rescues age-
related cognitive decline in APP transgenic mice. FASEB J Off 

http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/
https://doi.org/10.1056/NEJMoa1202753
https://doi.org/10.1056/NEJMoa1202753
https://doi.org/10.1007/s00401-012-1047-8
https://doi.org/10.1523/JNEUROSCI.2288-09.2009
https://doi.org/10.1523/JNEUROSCI.2288-09.2009
https://doi.org/10.1186/s40478-017-0415-y
https://doi.org/10.1186/s40478-017-0415-y
https://doi.org/10.1101/cshperspect.a006221
https://doi.org/10.1016/j.neurobiolaging.2004.06.010
https://doi.org/10.1016/j.neurobiolaging.2004.06.010
https://doi.org/10.1016/j.neurobiolaging.2003.12.015
https://doi.org/10.1016/j.neurobiolaging.2003.12.015
https://doi.org/10.1007/s00401-010-0787-6
https://doi.org/10.1007/s00401-010-0787-6
https://doi.org/10.1007/s00401-010-0787-6
https://doi.org/10.1007/s00401-010-0787-6


 Acta Neuropathologica

1 3

Publ Fed Am Soc Exp Biol 25:775–784. http s://doi.org/10.1096 /
fj.10-1672 13

 16. Cheret C, Willem M, Fricker FR, Wende H, Wulf-Goldenberg 
A, Tahirovic S et al (2013) Bace1 and neuregulin-1 cooperate to 
control formation and maintenance of muscle spindles. EMBO J 
32:2015–2028. http s://doi.org/10.1038 /embo j.2013 .146

 17. De Strooper B (2003) Aph-1, Pen-2, and nicastrin with presenilin 
generate an active gamma-Secretase complex. Neuron 38:9–12

 18. De Strooper B (2014) Lessons from a failed γ-secretase Alzheimer 
trial. Cell 159:721–726. http s://doi.org/10.1016 /j.cell .2014 .10.016

 19. De Strooper B, Annaert W, Cupers P, Saftig P, Craessaerts 
K, Mumm JS et al (1999) A presenilin-1-dependent gamma-
secretase-like protease mediates release of Notch intracellular 
domain. Nature 398:518–522. http s://doi.org/10.1038 /1908 3

 20. Deng M, He W, Tan Y, Han H, Hu X, Xia K et al (2013) Increased 
expression of reticulon 3 in neurons leads to reduced axonal trans-
port of β site amyloid precursor protein-cleaving enzyme 1. J Biol 
Chem 288:30236–30245. http s://doi.org/10.1074 /jbc.M113 .4800 
79

 21. Devi L, Ohno M (2015) Effects of BACE1 haploinsufficiency 
on APP processing and Aβ concentrations in male and female 
5XFAD Alzheimer mice at different disease stages. Neuroscience 
307:128–137. http s://doi.org/10.1016 /j.neur osci ence .2015 .08.037

 22. Devi L, Tang J, Ohno M (2015) Beneficial effects of the 
β-secretase inhibitor GRL-8234 in 5XFAD Alzheimer’s trans-
genic mice lessen during disease progression. Curr Alzheimer 
Res 12:13–21

 23. Dislich B, Lichtenthaler SF (2012) The membrane-bound aspar-
tyl protease BACE1: molecular and functional properties in 
Alzheimer’s disease and beyond. Front Physiol 3:8. http s://doi.
org/10.3389 /fphy s.2012 .0000 8

 24. Dong H, Martin MV, Chambers S, Csernansky JG (2007) Spa-
tial relationship between synapse loss and beta-amyloid deposi-
tion in Tg2576 mice. J Comp Neurol 500:311–321. http s://doi.
org/10.1002 /cne.2117 6

 25. Duyckaerts C, Delatour B, Potier M-C (2009) Classification and 
basic pathology of Alzheimer disease. Acta Neuropathol (Berl) 
118:5–36. http s://doi.org/10.1007 /s004 01-009-0532 -1

 26. Filser S, Ovsepian SV, Masana M, Blazquez-Llorca L, Brandt 
Elvang A, Volbracht C et al (2015) Pharmacological inhibition of 
BACE1 impairs synaptic plasticity and cognitive functions. Biol 
Psychiatry 77:729–739. http s://doi.org/10.1016 /j.biop sych .2014 
.10.013

 27. Fuhrmann M, Mitteregger G, Kretzschmar H, Herms J (2007) 
Dendritic pathology in prion disease starts at the synaptic 
spine. J Neurosci Off J Soc Neurosci 27:6224–6233. http s://doi.
org/10.1523 /JNEU ROSC I.5062 -06.2007 

 28. Fukumoto H, Cheung BS, Hyman BT, Irizarry MC (2002) Beta-
secretase protein and activity are increased in the neocortex in 
Alzheimer disease. Arch Neurol 59:1381–1389

 29. Fukumoto H, Rosene DL, Moss MB, Raju S, Hyman BT, Irizarry 
MC (2004) Beta-secretase activity increases with aging in human, 
monkey, and mouse brain. Am J Pathol 164:719–725

 30. Fukumoto H, Takahashi H, Tarui N, Matsui J, Tomita T, Hirode 
M et al (2010) A noncompetitive BACE1 inhibitor TAK-070 ame-
liorates Abeta pathology and behavioral deficits in a mouse model 
of Alzheimer’s disease. J Neurosci Off J Soc Neurosci 30:11157–
11166. http s://doi.org/10.1523 /JNEU ROSC I.2884 -10.2010 

 31. Glenner GG, Wong CW (1984) Alzheimer’s disease: initial report 
of the purification and characterization of a novel cerebrovascular 
amyloid protein. Biochem Biophys Res Commun 120:885–890

 32. Grutzendler J, Helmin K, Tsai J, Gan W-B (2007) Various den-
dritic abnormalities are associated with fibrillar amyloid deposits 
in Alzheimer’s disease. Ann NY Acad Sci 1097:30–39. http s://
doi.org/10.1196 /anna ls.1379 .003

 33. Haass C (2004) Take five—BACE and the gamma-secretase quar-
tet conduct Alzheimer’s amyloid beta-peptide generation. EMBO 
J 23:483–488. http s://doi.org/10.1038 /sj.embo j.7600 061

 34. Hardy J, Allsop D (1991) Amyloid deposition as the central event 
in the aetiology of Alzheimer’s disease. Trends Pharmacol Sci 
12:383–388

 35. Hardy J, Selkoe DJ (2002) The amyloid hypothesis of Alzheimer’s 
disease: progress and problems on the road to therapeutics. Sci-
ence 297:353–356. http s://doi.org/10.1126 /scie nce.1072 994

 36. Harper JD, Lansbury PT (1997) Models of amyloid seeding 
in Alzheimer’s disease and scrapie: mechanistic truths and 
physiological consequences of the time-dependent solubility 
of amyloid proteins. Annu Rev Biochem 66:385–407. http s://
doi.org/10.1146 /annu rev.bioc hem.66.1.385

 37. Hefendehl JK, Wegenast-Braun BM, Liebig C, Eicke D, Mil-
ford D, Calhoun ME et al (2011) Long-term in vivo imaging 
of β-amyloid plaque appearance and growth in a mouse model 
of cerebral β-amyloidosis. J Neurosci 31:624–629. http s://doi.
org/10.1523 /JNEU ROSC I.5147 -10.2011 

 38. Hellstrand E, Boland B, Walsh DM, Linse S (2010) Amyloid 
β-protein aggregation produces highly reproducible kinetic 
data and occurs by a two-phase process. ACS Chem Neurosci 
1:13–18. http s://doi.org/10.1021 /cn90 0015 v

 39. Herzog E, Nadrigny F, Silm K, Biesemann C, Helling I, Bersot 
T et al (2011) In vivo imaging of intersynaptic vesicle exchange 
using  VGLUT1Venus knock-in mice. J Neurosci 31:15544–15559. 
http s://doi.org/10.1523 /JNEU ROSC I.2073 -11.2011 

 40. Holtmaat A, Bonhoeffer T, Chow DK, Chuckowree J, De Paola 
V, Hofer SB et al (2009) Long-term, high-resolution imaging 
in the mouse neocortex through a chronic cranial window. Nat 
Protoc 4:1128–1144. http s://doi.org/10.1038 /npro t.2009 .89

 41. Hsiao K, Chapman P, Nilsen S, Eckman C, Harigaya Y, Younkin 
S et al (1996) Correlative memory deficits, Abeta elevation, and 
amyloid plaques in transgenic mice. Science 274:99–102

 42. Hussain I, Powell D, Howlett DR, Tew DG, Meek TD, Chapman 
C et al (1999) Identification of a novel aspartic protease (Asp 2) 
as beta-secretase. Mol Cell Neurosci 14:419–427. http s://doi.
org/10.1006 /mcne .1999 .0811 

 43. Jacobsen H, Ozmen L, Caruso A, Narquizian R, Hilpert H, 
Jacobsen B et  al (2014) Combined treatment with a BACE 
inhibitor and anti-Aβ antibody gantenerumab enhances amyloid 
reduction in  APPLondon mice. J Neurosci 34:11621–11630. http 
s://doi.org/10.1523 /JNEU ROSC I.1405 -14.2014 

 44. Jankowsky JL, Slunt HH, Gonzales V, Savonenko AV, Wen JC, 
Jenkins NA et al (2005) Persistent amyloidosis following sup-
pression of Abeta production in a transgenic model of Alzhei-
mer disease. PLoS Med 2:e355. http s://doi.org/10.1371 /jour nal.
pmed .0020 355

 45. Jarrett JT, Lansbury PT (1993) Seeding “one-dimensional crys-
tallization” of amyloid: a pathogenic mechanism in Alzheimer’s 
disease and scrapie? Cell 73:1055–1058

 46. Jonsson T, Atwal JK, Steinberg S, Snaedal J, Jonsson PV, 
Bjornsson S et al (2012) A mutation in APP protects against 
Alzheimer’s disease and age-related cognitive decline. Nature 
488:96–99. http s://doi.org/10.1038 /natu re11 283

 47. Kandalepas PC, Sadleir KR, Eimer WA, Zhao J, Nicholson DA, 
Vassar R (2013) The Alzheimer’s β-secretase BACE1 localizes 
to normal presynaptic terminals and to dystrophic presynap-
tic terminals surrounding amyloid plaques. Acta Neuropathol 
(Berl) 126:329–352. http s://doi.org/10.1007 /s004 01-013-1152 
-3

 48. Kennedy ME, Stamford AW, Chen X, Cox K, Cumming JN, 
Dockendorf MF et al (2016) The BACE1 inhibitor verubecestat 
(MK-8931) reduces CNS β-amyloid in animal models and in Alz-
heimer’s disease patients. Sci Transl Med. 8:363ra150. https://doi.
org/10.1126/scitranslmed.aad9704

https://doi.org/10.1096/fj.10-167213
https://doi.org/10.1096/fj.10-167213
https://doi.org/10.1038/emboj.2013.146
https://doi.org/10.1016/j.cell.2014.10.016
https://doi.org/10.1038/19083
https://doi.org/10.1074/jbc.M113.480079
https://doi.org/10.1074/jbc.M113.480079
https://doi.org/10.1016/j.neuroscience.2015.08.037
https://doi.org/10.3389/fphys.2012.00008
https://doi.org/10.3389/fphys.2012.00008
https://doi.org/10.1002/cne.21176
https://doi.org/10.1002/cne.21176
https://doi.org/10.1007/s00401-009-0532-1
https://doi.org/10.1016/j.biopsych.2014.10.013
https://doi.org/10.1016/j.biopsych.2014.10.013
https://doi.org/10.1523/JNEUROSCI.5062-06.2007
https://doi.org/10.1523/JNEUROSCI.5062-06.2007
https://doi.org/10.1523/JNEUROSCI.2884-10.2010
https://doi.org/10.1196/annals.1379.003
https://doi.org/10.1196/annals.1379.003
https://doi.org/10.1038/sj.emboj.7600061
https://doi.org/10.1126/science.1072994
https://doi.org/10.1146/annurev.biochem.66.1.385
https://doi.org/10.1146/annurev.biochem.66.1.385
https://doi.org/10.1523/JNEUROSCI.5147-10.2011
https://doi.org/10.1523/JNEUROSCI.5147-10.2011
https://doi.org/10.1021/cn900015v
https://doi.org/10.1523/JNEUROSCI.2073-11.2011
https://doi.org/10.1038/nprot.2009.89
https://doi.org/10.1006/mcne.1999.0811
https://doi.org/10.1006/mcne.1999.0811
https://doi.org/10.1523/JNEUROSCI.1405-14.2014
https://doi.org/10.1523/JNEUROSCI.1405-14.2014
https://doi.org/10.1371/journal.pmed.0020355
https://doi.org/10.1371/journal.pmed.0020355
https://doi.org/10.1038/nature11283
https://doi.org/10.1007/s00401-013-1152-3
https://doi.org/10.1007/s00401-013-1152-3


Acta Neuropathologica 

1 3

 49. Keskin AD, Kekuš M, Adelsberger H, Neumann U, Shimshek 
DR, Song B et al (2017) BACE inhibition-dependent repair of 
Alzheimer’s pathophysiology. Proc Natl Acad Sci 114:8631–8636. 
http s://doi.org/10.1073 /pnas .1708 1061 14

 50. King DL, Arendash GW (2002) Maintained synaptophysin immu-
noreactivity in Tg2576 transgenic mice during aging: correlations 
with cognitive impairment. Brain Res 926:58–68

 51. Kitazume S, Oka R, Ogawa K, Futakawa S, Hagiwara Y, Takikawa 
H et al (2009) Molecular insights into beta-galactoside alpha2,6-
sialyltransferase secretion in vivo. Glycobiology 19:479–487. http 
s://doi.org/10.1093 /glyc ob/cwp0 03

 52. Klunk WE, Bacskai BJ, Mathis CA, Kajdasz ST, McLellan ME, 
Frosch MP et al (2002) Imaging Abeta plaques in living trans-
genic mice with multiphoton microscopy and methoxy-X04, a 
systemically administered Congo red derivative. J Neuropathol 
Exp Neurol 61:797–805

 53. Knafo S, Alonso-Nanclares L, Gonzalez-Soriano J, Merino-
Serrais P, Fernaud-Espinosa I, Ferrer I et al (2009) Widespread 
changes in dendritic spines in a model of Alzheimer’s disease. 
Cereb Cortex NY 1991 19:586–592. http s://doi.org/10.1093 /cerc 
or/bhn1 11

 54. Kuhn P-H, Koroniak K, Hogl S, Colombo A, Zeitschel U, Wil-
lem M et  al (2012) Secretome protein enrichment identifies 
physiological BACE1 protease substrates in neurons. EMBO J 
31:3157–3168. http s://doi.org/10.1038 /embo j.2012 .173

 55. Lahiri DK, Maloney B, Long JM, Greig NH (2014) Lessons 
from a BACE1 inhibitor trial: off-site but not off base. Alzhei-
mers Dement J Alzheimers Assoc 10:S411–S419. http s://doi.
org/10.1016 /j.jalz .2013 .11.004

 56. Li R, Lindholm K, Yang L-B, Yue X, Citron M, Yan R et al 
(2004) Amyloid beta peptide load is correlated with increased 
beta-secretase activity in sporadic Alzheimer’s disease patients. 
Proc Natl Acad Sci USA 101:3632–3637. http s://doi.org/10.1073 
/pnas .0205 6891 01

 57. Luo Y, Bolon B, Kahn S, Bennett BD, Babu-Khan S, Denis P et al 
(2001) Mice deficient in BACE1, the Alzheimer’s beta-secretase, 
have normal phenotype and abolished beta-amyloid generation. 
Nat Neurosci 4:231–232. http s://doi.org/10.1038 /8505 9

 58. Matsui T, Ingelsson M, Fukumoto H, Ramasamy K, Kowa H, 
Frosch MP et al (2007) Expression of APP pathway mRNAs and 
proteins in Alzheimer’s disease. Brain Res 1161:116–123. http s://
doi.org/10.1016 /j.brai nres .2007 .05.050

 59. May PC, Dean RA, Lowe SL, Martenyi F, Sheehan SM, Boggs 
LN et al (2011) Robust central reduction of amyloid-β in humans 
with an orally available, non-peptidic β-secretase inhibitor. J Neu-
rosci Off J Soc Neurosci 31:16507–16516. http s://doi.org/10.1523 
/JNEU ROSC I.3647 -11.2011 

 60. May PC, Willis BA, Lowe SL, Dean RA, Monk SA, Cocke PJ 
et  al (2015) The potent BACE1 inhibitor LY2886721 elicits 
robust central Aβ pharmacodynamic responses in mice, dogs, and 
humans. J Neurosci Off J Soc Neurosci 35:1199–1210. http s://doi.
org/10.1523 /JNEU ROSC I.4129 -14.2015 

 61. McCarter JF, Liebscher S, Bachhuber T, Abou-Ajram C, Hübener 
M, Hyman BT et al (2013) Clustering of plaques contributes to 
plaque growth in a mouse model of Alzheimer’s disease. Acta 
Neuropathol (Berl) 126:179–188. http s://doi.org/10.1007 /s004 
01-013-1137 -2

 62. McConlogue L, Buttini M, Anderson JP, Brigham EF, Chen 
KS, Freedman SB et al (2007) Partial reduction of BACE1 has 
dramatic effects on Alzheimer plaque and synaptic pathology in 
APP Transgenic Mice. J Biol Chem 282:26326–26334. http s://
doi.org/10.1074 /jbc.M611 6872 00

 63. Neumann U, Rueeger H, Machauer R, Veenstra SJ, Lueoend 
RM, Tintelnot-Blomley M, et al. (2015) A novel BACE inhibi-
tor NB-360 shows a superior pharmacological profile and robust 
reduction of amyloid-β and neuroinflammation in APP transgenic 

mice. Mol Neurodegener 10. http s://doi.org/10.1186 /s130 24-015-
0033 -8

 64. Radde R, Bolmont T, Kaeser SA, Coomaraswamy J, Lindau 
D, Stoltze L et al (2006) Aβ42-driven cerebral amyloidosis in 
transgenic mice reveals early and robust pathology. EMBO Rep 
7:940–946. http s://doi.org/10.1038 /sj.embo r.7400 784

 65. Sadleir KR, Bennett DA, Schneider JA, Vassar R (2013) Elevated 
Aβ42 in aged, non-demented individuals with cerebral atheroscle-
rosis. Curr Alzheimer Res 10:785–789

 66. Sadleir KR, Eimer WA, Cole SL, Vassar R (2015) Aβ reduc-
tion in BACE1 heterozygous null 5XFAD mice is associated 
with transgenic APP level. Mol Neurodegener 10:1. http s://doi.
org/10.1186 /1750 -1326 -10-1

 67. Sadleir KR, Kandalepas PC, Buggia-Prévot V, Nicholson DA, 
Thinakaran G, Vassar R (2016) Presynaptic dystrophic neurites 
surrounding amyloid plaques are sites of microtubule disrup-
tion, BACE1 elevation, and increased Aβ generation in Alzhei-
mer’s disease. Acta Neuropathol (Berl) 132:235–256. http s://
doi.org/10.1007 /s004 01-016-1558 -9

 68. Shen J, Bronson RT, Chen DF, Xia W, Selkoe DJ, Tonegawa S 
(1997) Skeletal and CNS defects in Presenilin-1-deficient mice. 
Cell 89:629–639

 69. Shoji M, Golde TE, Ghiso J, Cheung TT, Estus S, Shaffer LM 
et al (1992) Production of the Alzheimer amyloid beta protein 
by normal proteolytic processing. Science 258:126–129

 70. Sinha S, Anderson JP, Barbour R, Basi GS, Caccavello R, Davis 
D et al (1999) Purification and cloning of amyloid precursor 
protein beta-secretase from human brain. Nature 402:537–540. 
http s://doi.org/10.1038 /9901 14

 71. Suárez-Calvet M, Araque Caballero MÁ, Kleinberger G, Bate-
man RJ, Fagan AM, Morris JC et al (2016) Early changes in 
CSF sTREM2 in dominantly inherited Alzheimer’s disease 
occur after amyloid deposition and neuronal injury. Sci Transl 
Med 8:369ra178. http s://doi.org/10.1126 /scit rans lmed .aag1 767

 72. Sullivan M (2017) Unblinded data show extent of verubeces-
tat’s failure in mild-moderate Alzheimer’s. EPOCH, Conference 
Coverage, Clinical Neurology News

 73. Thakker DR, Sankaranarayanan S, Weatherspoon MR, Harrison 
J, Pierdomenico M, Heisel JM et al (2015) Centrally delivered 
BACE1 inhibitor activates microglia, and reverses amyloid 
pathology and cognitive deficit in aged Tg2576 mice. J Neuro-
sci 35:6931–6936. http s://doi.org/10.1523 /JNEU ROSC I.2262 
-14.2015 

 74. Thal DR, Rüb U, Orantes M, Braak H (2002) Phases of A beta-
deposition in the human brain and its relevance for the develop-
ment of AD. Neurology 58:1791–1800

 75. Tsai J, Grutzendler J, Duff K, Gan W-B (2004) Fibrillar amyloid 
deposition leads to local synaptic abnormalities and breakage 
of neuronal branches. Nat Neurosci 7:1181–1183. http s://doi.
org/10.1038 /nn13 35

 76. Vassar R, Bennett BD, Babu-Khan S, Kahn S, Mendiaz EA, 
Denis P et al (1999) Beta-secretase cleavage of Alzheimer’s 
amyloid precursor protein by the transmembrane aspartic pro-
tease BACE. Science 286:735–741

 77. Vetrivel KS, Zhang Y, Xu H, Thinakaran G (2006) Pathological 
and physiological functions of presenilins. Mol Neurodegener 
1:4. http s://doi.org/10.1186 /1750 -1326 -1-4

 78. Villemagne VL, Burnham S, Bourgeat P, Brown B, Ellis KA, 
Salvado O et al (2013) Amyloid β deposition, neurodegenera-
tion, and cognitive decline in sporadic Alzheimer’s disease: a 
prospective cohort study. Lancet Neurol 12:357–367. http s://
doi.org/10.1016 /S147 4-4422 (13)7004 4-9

 79. Wolfe MS (2008) Gamma-secretase inhibition and modulation 
for Alzheimer’s disease. Curr Alzheimer Res 5:158–164

https://doi.org/10.1073/pnas.1708106114
https://doi.org/10.1093/glycob/cwp003
https://doi.org/10.1093/glycob/cwp003
https://doi.org/10.1093/cercor/bhn111
https://doi.org/10.1093/cercor/bhn111
https://doi.org/10.1038/emboj.2012.173
https://doi.org/10.1016/j.jalz.2013.11.004
https://doi.org/10.1016/j.jalz.2013.11.004
https://doi.org/10.1073/pnas.0205689101
https://doi.org/10.1073/pnas.0205689101
https://doi.org/10.1038/85059
https://doi.org/10.1016/j.brainres.2007.05.050
https://doi.org/10.1016/j.brainres.2007.05.050
https://doi.org/10.1523/JNEUROSCI.3647-11.2011
https://doi.org/10.1523/JNEUROSCI.3647-11.2011
https://doi.org/10.1523/JNEUROSCI.4129-14.2015
https://doi.org/10.1523/JNEUROSCI.4129-14.2015
https://doi.org/10.1007/s00401-013-1137-2
https://doi.org/10.1007/s00401-013-1137-2
https://doi.org/10.1074/jbc.M611687200
https://doi.org/10.1074/jbc.M611687200
https://doi.org/10.1186/s13024-015-0033-8
https://doi.org/10.1186/s13024-015-0033-8
https://doi.org/10.1038/sj.embor.7400784
https://doi.org/10.1186/1750-1326-10-1
https://doi.org/10.1186/1750-1326-10-1
https://doi.org/10.1007/s00401-016-1558-9
https://doi.org/10.1007/s00401-016-1558-9
https://doi.org/10.1038/990114
https://doi.org/10.1126/scitranslmed.aag1767
https://doi.org/10.1523/JNEUROSCI.2262-14.2015
https://doi.org/10.1523/JNEUROSCI.2262-14.2015
https://doi.org/10.1038/nn1335
https://doi.org/10.1038/nn1335
https://doi.org/10.1186/1750-1326-1-4
https://doi.org/10.1016/S1474-4422(13)70044-9
https://doi.org/10.1016/S1474-4422(13)70044-9


 Acta Neuropathologica

1 3

 80. Wolfe MS, Kopan R (2004) Intramembrane proteolysis: theme 
and variations. Science 305:1119–1123. http s://doi.org/10.1126 
/scie nce.1096 187

 81. Wong PC, Zheng H, Chen H, Becher MW, Sirinathsinghji DJ, 
Trumbauer ME et al (1997) Presenilin 1 is required for Notch1 
and DII1 expression in the paraxial mesoderm. Nature 387:288–
292. http s://doi.org/10.1038 /3872 88a0 

 82. Yamakawa H, Yagishita S, Futai E, Ishiura S (2010) beta-
Secretase inhibitor potency is decreased by aberrant beta-
cleavage location of the “Swedish mutant” amyloid precursor 
protein. J Biol Chem 285:1634–1642. http s://doi.org/10.1074 /
jbc.M109 .0667 53

 83. Yan P, Bero AW, Cirrito JR, Xiao Q, Hu X, Wang Y et al (2009) 
Characterizing the appearance and growth of amyloid plaques in 
APP/PS1 mice. J Neurosci Off J Soc Neurosci 29:10706–10714. 
http s://doi.org/10.1523 /JNEU ROSC I.2637 -09.2009 

 84. Yan R, Bienkowski MJ, Shuck ME, Miao H, Tory MC, Pauley 
AM et al (1999) Membrane-anchored aspartyl protease with Alz-
heimer’s disease beta-secretase activity. Nature 402:533–537. http 
s://doi.org/10.1038 /9901 07

 85. Yang L-B, Lindholm K, Yan R, Citron M, Xia W, Yang X-L et al 
(2003) Elevated beta-secretase expression and enzymatic activity 

detected in sporadic Alzheimer disease. Nat Med 9:3–4. http s://
doi.org/10.1038 /nm01 03-3

 86. Zhang X-M, Cai Y, Xiong K, Cai H, Luo X-G, Feng J-C et al 
(2009) Beta-secretase-1 elevation in transgenic mouse models of 
Alzheimer’s disease is associated with synaptic/axonal pathol-
ogy and amyloidogenesis: implications for neuritic plaque devel-
opment. Eur J Neurosci 30:2271–2283. http s://doi.org/10.1111 
/j.1460 -9568 .2009 .0701 7.x

 87. Zhao J, Fu Y, Yasvoina M, Shao P, Hitt B, O’Connor T et al 
(2007) Beta-site amyloid precursor protein cleaving enzyme 1 
levels become elevated in neurons around amyloid plaques: impli-
cations for Alzheimer’s disease pathogenesis. J Neurosci Off J 
Soc Neurosci 27:3639–3649. http s://doi.org/10.1523 /JNEU ROSC 
I.4396 -06.2007 

 88. Zhu K, Xiang X, Filser S, Marinković P, Dorostkar MM, Crux S 
et al (2016) Beta-site amyloid precursor protein cleaving enzyme 
1 inhibition impairs synaptic plasticity via seizure protein 6. Biol 
Psychiatry. http s://doi.org/10.1016 /j.biop sych .2016 .12.023

 89. Ziegler-Graham K, Brookmeyer R, Johnson E, Arrighi HM (2008) 
Worldwide variation in the doubling time of Alzheimer’s disease 
incidence rates. Alzheimers Dement J Alzheimers Assoc 4:316–
323. http s://doi.org/10.1016 /j.jalz .2008 .05.2479 

https://doi.org/10.1126/science.1096187
https://doi.org/10.1126/science.1096187
https://doi.org/10.1038/387288a0
https://doi.org/10.1074/jbc.M109.066753
https://doi.org/10.1074/jbc.M109.066753
https://doi.org/10.1523/JNEUROSCI.2637-09.2009
https://doi.org/10.1038/990107
https://doi.org/10.1038/990107
https://doi.org/10.1038/nm0103-3
https://doi.org/10.1038/nm0103-3
https://doi.org/10.1111/j.1460-9568.2009.07017.x
https://doi.org/10.1111/j.1460-9568.2009.07017.x
https://doi.org/10.1523/JNEUROSCI.4396-06.2007
https://doi.org/10.1523/JNEUROSCI.4396-06.2007
https://doi.org/10.1016/j.biopsych.2016.12.023
https://doi.org/10.1016/j.jalz.2008.05.2479

	BACE1 inhibition more effectively suppresses initiation than progression of β-amyloid pathology
	Abstract
	Introduction
	Materials and methods
	BACE1 inhibitor treatment
	Transgenic and mutant mice
	Statistics
	Plasma and brain homogenization and extraction
	Aβ quantification
	Protein analysis
	Cranial window surgery
	Chronic in vivo two-photon imaging
	Immunohistochemistry
	Confocal imaging
	Analysis of 3D microscopical data

	Results
	NB-360 potently reduces soluble Aβ levels
	BACE1 inhibition slows down β-amyloid deposition
	BACE1 inhibition effectively lowers formation of new plaques
	BACE1 inhibition reduces plaque growth
	Formation of new plaques is enhanced in vicinity to pre-existing plaques
	BACE1 inhibition mitigates progression of presynaptic pathology

	Discussion
	Acknowledgements 
	References




