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Corrigendum

Decomposition of time-dependent fluorescence
signals reveals codon-specific kinetics of protein
synthesis

Nadin Haase', Wolf Holtkamp?, Reinhard Lipowsky', Marina Rodnina? and Sophia Rudorf'”’

'Theory and Bio-Systems, Max Planck Institute of Colloids and Interfaces, Am Muehlenberg 1, 14476 Potsdam,
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The authors wish to correct an error in their article. In Figure 3, the data set for the ‘no EF-G’ experiment is plotted only
for Is, instead of for 10s as indicated. A new Figure 3 is provided below. The article has been updated online and in print.
This correction does not influence the results and overall conclusions of the article.
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Figure 3. Measured fluorescence signatures of the in-vitro synthesis of BOF-fMetPhen peptides (colored lines) and best fit in terms of least squares of the
theoretical translation model (black lines). The label ‘no EF-G’ indicates translation of poly(U) mRNA in the absence of EF-G.
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