
 

Figure S1: Root ingrowth core surrounded by 1000µm mesh bag 

  



 

 

Figure S2: Root ingrowth core after 14 days of incubation  

  



Table S1: Analysis of Variance (ANOVA) comparing 1000 micron mesh (roots and hyphae access n=9) and 30 

micron (only hyphae access, n=9). 

 

 

  



Table S2: Test for homogeneity of variances for ANOVA: Results of Fligner-Killeen test for homogeneity of 

variance. The substrate amendments were grouped within the plant community types resulting in n=9 per plant 

community and n=3 for each substrate type grouped under the plant community. Non-significance indicates the 

homogeneity of variances. 

 

 

  



Table S3: Alpha diversity indices across plant community: Comparison of alpha diversity indices for bacterial 

and fungal communities grouped by AM (n = 9) and NM (n = 8) plant communities 

 

  



Table S4: Alpha Diversity indices across soil amendments: Comparison of alpha diversity indices for bacterial 

and fungal communities grouped by litter type across both plant communities. Plant root litter (n =5) , Microbial 

Necromass (n=5) ; Inorganic-N (n=6) 

 

 

 

 

  



Table S5: Bacterial Response to Plant Community: Mean (SEM) relative abundance of each bacterial group for 

each plant community type irrespective of soil amendment. F value and significance represents one way anova 

results to determine responsiveness to plant community context. Replicates: AM community n = 9 and NM 

community n = 8. 

 

  



Table S6: Fungal Guild Response to Plant Community: Mean (SEM) relative abundance of each fungal guild 

for each plant community type irrespective of soil amendment. F value and significance represents one way 

anova results to determine responsiveness to plant community context. Replicates: AM community n = 7 and 

NM community n = 9. 

 

  



Table S7: Bacterial Response to Soil Amendment: Mean (SEM) relative abundance of each bacterial group for 

each soil amendment type irrespective of plant community. F value and significance represents one way 

ANOVA results to determine responsiveness to soil amendment. Replicates: Plant Root Litter n = 6 ; Microbial 

Necromass n = 6 and Inorganic-N n = 5. 

 

  



Table S8: Fungal Guild Response to Soil Amendment: Mean (SEM) relative abundance of each fungal guild for 

each soil amendment type irrespective of plant community. F value and significance represents one way 

ANOVA results to determine responsiveness to soil amendment. Replicates: Plant Root Litter n = 5 ; Microbial 

Necromass n = 5 and Inorganic-N n = 6. 

 

  



Table S9: Test for homogeneity of variance assumption: Multivariate homogeneity of group dispersions 

(variances) using betadisper was tested for fungal and bacterial community for the entire experimental setup. F 

value and p value reported represents results of analysis of variance (ANOVA) on the betadisper output. Non-

significance indicates homogeneity of variances. 

 

 

  



Table S10: Permutational Multivariate Analyses of Variance (PERMANOVA) of soil fungal community matrix 

from ingrowth core soil decomposing various litter types in presence or absence of AMF association. 

 

  



Table S11: Permutational Multivariate Analyses of Variance (PERMANOVA) of soil bacterial community 

matrix from ingrowth core soil decomposing various litter types in presence or absence of AMF association. 

 

  



Table S12: Bacterial amplicon data at MCBI SRA 
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Table S13: Fungal amplicon data at NCBI SRA 

 

 


