
sRk28

Pab (527808-527718)
Pho (1426201-1426290)
Pfu (1514047-1514136)
Tko (1051981-1052069)
Ton (424615-424703)
Tga (1253130-1253218)
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sRk11
                            ┌ <<<<<<    *<<<<<   >>>>>  *        >**>>>                    
GGCTAAAATTATTTAATTATCCTTTAAGTTATTATCATATGCCCGGGGAGCACCGCCGAAGGCGGAGTCGATGAACCTGGGCGGGTTATTACCCCCGCAC
TAACGAAAGGTATTTTAACTTTGTTTGTTTAATATCTAATGCCCGGGGAGAACCGCCGAGGGCGGAATCGATGAACTTGGGCGGGTTAATACCCCCGCTT
AGATTAGATTTATATTTCCTTTCTTGAAATAATTTATGAAGCCCGGGGAGCACCGCCGAAGGCGGAGTCAATGAACTTGGGCGGGTTATTACCCCCGCAT
AACACCGGAAGCCTTTTAGGTATGACGACCAACTACCTCTGCCCGGGGAGTACCGCCGAAGGCGGAGTCAATGAACTTGGGCGGGTTATTACCCCCTTAT
AAGTAGCAAAGGTTATTAAGAAGGACTTCCAACTCTCACTGCCCGGGGAGTACCGCCGAAGGCGGAGTCGATGAACTCGGGCGGGTTATTACCCCTTTTT
GGACCGGAAGCCTTTTATGTTGAAACGCCTAACCCAAATCGCCCGGGGAGCACCGCCGAGGGCGGAGTCAATGAACTCGGGCGGGTTATTACCCCCTTTT
CCACCCAAAACCTTTTATCCAAAAACGTCCAACTCCTTCTGCCCGGGGAGTGCCGCCGAAGGCGGAGCCGATGAACTTGGGCGGGTTAGTACCCCCTTTA

+1TATA box
Pab (197524-197425)
Pfu (128230-128131)
Pho (183499-183400)
Ton (1311640-1311739)
Tsi (519178-519277)
Tga (1978094-1978193)
Tko (1982858-1982759)

sRk33 BRE/TATA box
Pab (36754-636914)
Pfu (1289981-1290141)
Pho (1327937-1327777)
Ton (701606-701445)
Tsi (1404392-1404229)
Tga (1010810-1010970)
Tko (264002-263842)

Pab (36754-636914)
Pfu (1289981-1290141)
Pho (1327937-1327777)
Ton (701606-701445)
Tsi (1404392-1404229)
Tga (1010810-1010970)
Tko (264002-263842)

sRk61      
              
          ┌                                                                                                   
CGAACGGTTATAAATCAAAA---GATCGGGATTACCTGCG-ATAGGAA--TTTG-CTAATAAGATTTATTTTCCAAACCTTTTAAATCCTTTGGAGGGAAAAGACCATGGAAAGTTAGTTAT
--AA--GTAAAGTATGAAAGTTTGATTATCCTTCCCAGCTTATT--AATATTCGACTAATAAGATTTATTTTCCAAACTTTTTAAATCCTTTGTAGGTGATTAAGTATGGAAAGACTCATAAT

    

+1

Pab (1348605-1348720)
Pho (579736-579620)

+1
                                    ┌          *<****< **       *<<<<<   >>>>>>** >****>*              
TGAGCCACCA-ACTTAGTTAAGTTTTTAAACTCCCCTTTTAATCTCAAACCGAGCA-AATGAGGCTTCCTCCT-CTGT-GGCGGGTTTCCCGCCGGAGGGAGCCGATGTCC---GAAAATTTT
--AGTATATAAGGACA-TTAAATTTTTAAACTTCCTTCGTAATTTCACACCGAGCTCAATGAAGCCCCCTCAA-CTAAAGGCGGGTTTCCCGCCTGAGGGGGCTGATGTGC---GAAAGCTTT 
-GAGCCTTAAGAATTAGTTAAATTTTTAAACTCCTCCCTTAACTTCAAACAGGGAA-AATGAGGCTTCCTTCA-GTTT-GGCGGGTTTCCCGCCGAAGGAAGCCGAGATCC---GAAAGTTTT
-CCAACGGCG--ATTAGTTAAGTTTTTAAACTCATTCCTCAAGTT-CACTCCGAACTCATGAGGCTCCCCCGAGAAAAAGGCGGGTTTCCCGCCCGAGGGAGCCGAAGTTC---GAAAGATTT
--GCCGTATAATTTTAGTTAATTTTTTAAACCCTAGGTTTTATC-CAAACATGAACTCATGAGGCTCTCTCAA-ACAGATGCGGGTTTCCCGCTTGAGAGAGCCGAGGTTTAGAGAAAGCTTT
TCCAAACCCG--ATTAGTTAACTTTTTAAACCCGCTCCTTAAGTTATGGACGGAACTCGTGAGGTCCCCCCGA--AAAAGGCGGGTTTCCCGCCCGAGGGGACCGAGGTTC---GAAAGATTT
--TAAATCCGTCATTAGTTAACTTTTTAAACCCCGTTCTTGAGTTAAACCCAGAACTCATGAGGTCCCCCCGA--AAACGGCGGGTTTCCCGCCCGAGGGGGCCGAGGTTC---GAAAGATTT
                                   
AAAAGGCTATCCCAA--AAGTAGGGTTAGGCAGAAATTTGGAGGTGA 
AAAAAGTAAGTTCAA--AAGTAGGGTTAGGCAAGAAATTGGAGGTGA 
AAAAGATCTCCTCAA--AAGTAGGGTTAGGCAAAAATTTGGAGGTGA
AAAAAGCCATCCTAGTCAAACGAGACTAGACCAAAATTTGGAGGTG-
AAAAACCCACTTAGGT-GAATAGAGTTAGGTATAACTTTGGAGGTG-
AAAAAGCCATCCTAGTCAA-CGAGACTAGACCAAAAT–TGGAGGTG-
AAAAAGCCATCCTAGTCAA-CGAGACTAGACCAAAATATGGAGGTG-

           ┌ <<<<<*<        ((((        >*>>>>>)*))    <<<<<*<           >*>>>>> 
AATATACTAGTGCCCGACGAGTACCGAGGGTTGCGATGACGTCGGGACCCCCAGGGGGCCGACAGTTGAAATGGCCCCCAAACTTTTTAAC
AAGATAATAATGCCCGACGAGTATTT-GGGTTGCGATGACGTCGGGACCCCCAGGGGGCCGACAGTTTACATGGCCCCCAAACTTTTTAAC
AAGATAATAATGCCCGACGAGTACTT-GGGTTGCGATGACGTCGGGACCCCCAGGGGGCCGACAGCTTAAATGGCCCCCGAAAAATCTTTA
TAACCCCAAGTGCCCGACGAGTA-TT-GGGTTGCGATGACGTCGGGACCCCCAGGGGGGCGACATCCCTACTGCCCCCCTTTGAAGTAAGG
AAAATTGGAACGCCCGAGGAGTA-TT-GGGTTGCGATGACCTCGGGACCCCCAGGGGGCCGACACTCCCAAAGGCCCCCTTTCGATACAAA
AACGTTCCAGTGCCCGACGAGTA-TT-GGGTTGCGATGACGTCGGGATCCCCAGGGGGGCGACAGCCCCAACGCCCCCCTTCTGAAAAGTT
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340-43

809987-810393
1613255-1612820
1079844-1080240
1351459-1351048
395005-395430

1182968-1183390

809987-810393
1613255-1612820
1079844-1080240
1351459-1351048
395005-395430

1182968-1183390

809987-810393
1613255-1612820
1079844-1080240
1351459-1351048
395005-395430

1182968-1183390

(sRkB)
(sRkC)

(Pab1452)

(sRkB)
(sRkC)

(Pab1452)

(Pab0591)(sRkB)
(sRkC)

(Pab1452)

(Pab0591)(sRkB)
(sRkC)

(Pab1452)

809987-810393
1613255-1612843
1079844-1080201
1351459-1351071
395005-395407

1182968-1183367

                                                             ...........<<<<<.....>>>>>..<<<<<......
TCGAGATTGTAGGACTACTTATTAGAAAAGTTTAAATACTTTATGTTGTATATTAATGGTTGGATTCGATGACGACGTACTGCGTCGGAGGGTTGTACCT
TTGAGGTTTTAGGACTCCTTATTAGAAAAGTTTAAATACCTTATGTTGTATATTAATGGTTGGATTCGATGACGACGCATTGCGTCGGAGGGTTGTACCT
TCAAGGTTGTAGGACTCCTTATTAGAAAA---------------GTTGTATATTAATGGTTGGACTCGATGACGATGCAGTGCGTCGGAGGGTTGTACTT
gtgcttttaatgttaagcctgatgatgacgcattgcgtcggagggtttttaactgtcctgtttgtggtttttcaatggatagggattttgttgcggtttt
ACTTCCTCCTGAGGAGCTCAATGGCCACTAAATTTTCCATCCTGTAACCAATATCCCTAACCTCGAAGACCGTTGGAAACCCCGTATCGGCGACGTAAAG
TGCGCAGAAGGACCTTGTAGGTCCTACTCGGTTGCATGTAGAAAAGGCAGGATAAGGCTTTTCTGTTGTTCAAATGTATTCATTGTGAGCTGGTAAATGA

.>>>>>.....<<<**<........>*>>>>...........<<<<<***.<:::<<**<<...>>>>**...:::>>>>>>>>>>........<<<<<<
GAACCTGGTGGGGGCCGTTTCCGTTCGGCCCAAAGGCTAATGAACCACCAGTTGAGGGCCCGGTGGGTTTGATGATGCTGGTGGTTGAGGTCAACCTCCT
GAACCTGATGGGGGCCGTTTCCGTTCGGCCCAAAGGCTGATGAACCACTAACGGAGGATCCGGTGGGTTTGATGATGCTGGTGGTTGAGGCCAACCTCCT
GAACCTGAT-GGGGTCGTTTCCGTTCGGCCCTAAGGCCAATGAACCATTGGCGGAGGATCCTGTGGGTTTGATGATGCTGGTGGTTGAGGCCAACCCCCT
gaacttgtt-ggggctgtttccgttcagcccaaaggccaatgaaccattggcggaggatccggtgggtttgatgatgctggtggtcgaggccaacctcct
CTTTGGAAGAGAGCATGCTTCTGTTCGGCCCAAAGGCTAATGAACCACCAGTTGAGGGCCCGGTGGGTTTGATGATGCTGGTGGTTGAGGCC-ACCTCCT
GCAAATGCGGGCTTTCGGCGGGTGTCGTGGTTTAGGCCGATGAACCATTGGCGGAGGATCCGGTGGGTCCTGTGATGCTGGTGGTTGAGGCCAACCTCCT

<<<<<..............................................>>>>>>>>>>>.............                                                    
GCACCACAGAGACGCACTTGTAGTAATTAGTCATGGATTGCAACGAAAGTAGgtgcaggaggaaacggagaaggagctgaaagcgataagggaggggttga
GCACCACAGGAACTCGCTGGTAGTGATTAGTCATGGACTGCAACAAAAATAGGTGCAGGAGGAAACGGATGATGCCGATGTCGACATTTACGAAGGTGAAC
GCACCACAGAGACGCACTTATA--------------ATTGCAACAAAAATAGGTGCAGGAAGAAACGGTCTCAAGTTCCTTCTCCCTGTCAACAAATTTTC
gcaccacagaaacgcacttata--------------attgcaacaaaaacaggtgcaggaggaaacggtaagaaaaatattatcctcgcatgggatctaga
GCACCACAAAAACTCCCTGGTAGTGATTTGTCATGGACTGTAACGGAAGTAGGTGCAGGAGGAAACGGTTCTATCTTGAGGAAAGGTGGATAGTAGTTCAC
GCACCACAGAAACACACTTGCAATA-----TCATACATTGAAACAAAAATAGGTGCAGGAGGAAACGGACGTtcacattctgtagaacaggtcggctcctt

caagtgagaaattcgaactcatagtaatctacggtaggagaagggtcgggaagacaaggttgatcctcgaggctgtgaagggcttcccgagtttattatttagc
CATCTTTCGAGCATTCCTCGGGTGGGTATGGCTAACCAACGTTATGCTGGTGCTTGATGTCGTGAACTTCAGCAACCGGACATTCATATTCATGGGCTTAGCTG
CGAATCTTCATAATATAATCACAAGTCGAAATTCATAAAAGGTTTTCGTCCTGACCAGGGGTATGGATAAAGCTTATAAGTAGGCCATTTTAATGCCAACTAGC
atgattttaagtcactcaataacgtacgcgtgaaccctaagtccgccgtgcccgattagtctgtggtgaattatcttaaatccgttctcctctatggccctctc
ACTACCCCTAGAAAGCCGCCGTACTCGAGGCATCTTTTAATTCTTACTCTTTCAAAACTCTATGTGTGGTTCTCTAAGCTCAAACCCCTTGAAGGCAAGGAACT
ttcaggattgtgaaggcttcgtattttactccccaaagctccaggaagtccttgaagcggtaagtgtgctctaccggaacgacaaccacccaagccccccactg
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