(sRk52) Pab(1103978-1104286)
(sRk48) Pab(985726-986038)
Pab(909112-908804)

Pab(1024101-1023793)
Pab(862648-862350)

Pab(5328-5010)

Pho(369969-370267)
Pho(374302-374573)
Pho(543812-544132)

(PfQ12) Pfu(1792887-1792576)

Pfu(1500218-1499923)

(PF1015) Pfu(1204258-1204554)
Pfu(971398-971033)

(TK1842) Tko(1653785-1654163)

(TSIB2041)Tsi(1826786-1826408)

(TSIB1736)Tsi(1559055-1559433)

(stsz)Pab(1103978-1104286)
(sRk48) Pab(985726-986038)
Pab(909112-908804)
Pab(1024101-1023793)
Pab(862648-862350)
Pab(5328-5010)
Pho(369969-370267)
Pho(374302-374573)
Pho(543812-544132)
(PfQ12) Pfu(1792887-1792576)
Pfu(1500218-1499923)
(PF1015) Pfu(1204258-1204554)
Pfu(971398-971033)
(TK1842) Tko(1653785-1654163)
(TSIB2041)Ts1(1826786-1826408)
(TSIB1736)Tsi(1559055-1559433)

Pfu(971398-971033)

Tko(1653785-1654163)
Tsi(1826786-1826408)
Tsi(1559055-1559433)

(sRks2) Pab(1103978-1164286)
(sRkas)Pab(985726-986038)
Pab(909112-908804)

Pab(1024101-1023793)
Pab(862648-862350)

Pab(5328-5010)

Pho(369969-370267)
Pho(374302-374573)
Pho(543812-544132)

(PfQ12) Pfu(1792887-1792576)

Pfu(1500218-1499923)

(PF1015) Pfu(1204258-1204554)
Pfu(971398-971033)

(TK1842) Tko(1653785-1654163)

(TSIB2041)Tsi(1826786-1826408)

(TSIB1736)Tsi(1559055-1559433)

+1
BRE/TATA box

ook ¢ ¢k kok ¢ ¢ >35>
TCGTAGGTGGTAACAAATGGAACGTTTGGGTCTTTTTTGTTTTGCGTAATTTTTAAATACTTTTACAGTATATTTGTGTTGGCTTGGCAGTCTCCGATATGTGGGGT
TTCATGGATAGCGACAAACGGAACTTTTTTGTTCTTTTGTTTTCCATAATTTTTAAATACTTTTACGGTATATTTATGTTGGTTTGGTAGTCTCCGGTATGTGGGGG

TTTAGTTCCAAACTTTTAATTTGTTTACTACCTCTTTGGAGCTCTTATAGGGAGCGCTTTTCTAACAAAACATTCCCTCCACTTTCTTCACCTTCTCTTCAGACCTT
TAGAATCTCGAAGTGCACTATGCTAGGGGCTGTTTCATAGATGACAACAGAACGTTTGAGCTCTTTTTATTGGATTTGAGTGGTAGGCAGTTCTAGGTATGTGGGGT
TTGCCCCCACTCTTTATGATACCTGGGACTGTTTCGTGGATAGCAACAAATGAAAAATTGTTTTACGGTGTATTTAGGTTGGCTTGGCAGTCCTCG- -ATGTGAGGT
CCCTAATGATGTCAACGTTTTCCACGTTACACACATCCCAATTTCTCTGAATATATTGGAGGTCATCCTCGTCAATAAATAGTTTGGGTTTGAGAGAAAAAGATATT
CAATGCTAAGAAGGGCTGGTTTCGTAAAAATAATTAAAAGTTTATTTGGATGAAATTTTTAAAGCTGGTGAACTTTGTAGTGGTGGGCAGTTCTCGGCATGTGGGGT
TTCGTAAATAGTTAAAAGTGTAGAGTTTGTTGGGGTTTGTAGAACGAAATTTTAAATGTTCTTGTGGTGAATTTTGGGGTGATGTGGCAGTCCTCGGTATGTGGGGT
ACTGCTCCTCGTAATACTGTATAAAACACCACTAGcgttagtatatgcaatcccaaccctatggctccacatggaaattaaagaacttgaagaaatcaaatacagga
CTATTACTTAGCTTCCTGCTTCCCTGGGAAAGAAGCGAATTCAACTGTTCCTCTTTGCCTTACGGGTTGCTT
CTTTCTACCTTGTGCCCGATATGTGGGGT
GTTGTGGTGTAGTG
acttccaccctgtgcccgatatgtggggg
TTTAGGAAGCTTCAAAACATAATCGAATACAAGGCCAAGCTGAAGGGGATAAAGGTTGTTTTTGTTAATCCTGCTTACACTTCGTCCCTGTGTCCGGTATGTGGGAG
acttcctecctgtgtccgatatgtggggg
TTTAGGAAGCTTCAGTCAATCATCGAGTACAAGGEGAAGTTAAAAGGTGTTGAGGTTGTTTTTGTTGATCCAGCTTACACTTCCTCCCTGTGCCCGGTATGTGGGGA
+

>>>>> > KKKy SRk Ak << <<KH ¥355555> >> *FeHC SE KNk Ak A Kk X

TTG--TAAGCCCGAATGGGGACTGCCTACTGCCTGAAGATGTGGGGAGTTTCCGTTCCCCC-CGAAAGCCAGCCGATGAAGACGAGAGGCTGGAAGGTCATCCACTA
TAAGTTAAGCCCGAATGGGGACTACC------~ TGAAGATGTGGGGAGTTTCCGTTCCCCC-CGAAAGCCAGCCGATGAAGGCGGGAGGCTGGAAGGTTATCCGTTA

CTGAAGATGTGAGAAGTTTCCGTTCCCCA- - -AAGGCCAGCCGATGATAGCAAGAGGCTTGAAGATTATCCACTA
TTG--TAAGCCCGAATGAAGACTGCTTA- -GGCTAAGGAAGTGGGGAGTCTCTGTTCCCCTACGAAGGCCAACCGAGGAATATAGAAGGCTGGAAGGTTATCCGCTA

TTG--TAAGCCCGAATGAGGACTGCC------~ TGAAGATGTAGGGAGTTACCGTTCCCCC-GGAAGGCCAGCCGATGAAGATAGGAGGATGGAAGGTTATCCGCTA
TTGTGCTCTAGGAGCATTCGTTTGAGAGACCTGAGAGGACGTGGGGAGTTTCCGTTCCCAC- -GAAGGTCAGCCGATGAAGGAGAGTAGGTGGAAGGTTATCCACTA
TTC--CAAGCCCGAATGGGGACTAC-------- TGAAGATGTGGGGAGTCACCATTCCCCC-CGAAGGTCAGCCGATGAAGACGGGAGGGTGGAAGCCTACCCGTTA
TT---TAAGCCCGAATAAGGACT ---=-=--=---------- TGTGGGGAGTCTCCGTTCCCC----------~ TATAATGAAAAAGGGAGGGTGGAAGGTCAGCCGTAA

gaaaagagtacaatgcaagttaghAGGAGTACTTCGAATTGCCATGACGTTACCGTTCCCCC-CGAAGGTCACCCGATGAAGAAGGGAGGGTGAAAGGTCAGCCGTGA
ATAGCCATAAGTGCGTAGACCTCTTCTGGGACttgaagatgtggggagtcaccgttccccc-cgaaagccagccaatgaagatgagaggctggaaggttggccatgt
TTG-ATAAGCCCGAATGGGCACGGGAT - - - -CCCGAAGATGTGGGGAGTCTCCGTTCCCCC-CGAAAGCCAGCCAATGAAAATGGGAGGCTGGAAGGTTGGCCGTAA
GTGATCTCGAGTATGTGGGGGTTTAAGCCCAAGCGAAGATTTGGAGAGTAACCGTTCCCCC-AGAAAGCCAGCCAATGAAGATGG------------~ CAGCCGTTT
taagttaagcccgaatgggcacagggt/ \ccttgaagatgtggggagtcaccgttccccc-cgaaagccacccgatgaagaagggagggtggaaggtcagccgtat
AAAGTTAAGCCCGAATGGGCACAGGGT/ \CCCTGAAGATGTGGGGAGTTTCCGTTCCCCC-CGAAAGCCCCACGATGAAGACGGGAGTGGGGAAGGTCGGCCGTAG
aaaactaagcccgaatgggcacagggt/ \ccctgaagatgtggggagtaaccgttcccct-cgaaagccctccgatgaagacgggaggagggaaggttatccgcta
gaagttaagcccgaatgggcacagggt/ \ccctgaagatgtggggagtttccgttccccc-cgaaagccctccgatgaagatgggaggagggaaggeccagccgtgg

/TTTGAAATGC- - -AAATGTGGTTTTGAGGCTGATAGGGATGTTGTTGGAAGTTGGAATGTTCGCTTGAAAG\
/CTTGAAGTGTCCTAAGTGTGGTTTTGAGGCCGATAGGGACGTTATTGGCTCTTGGAATATCTCCCTTCGTG)
/TTTGAAGTGCTCAAATTGTGGTTTTGAAGCCGACAGGGATGTTGTCGGCTCTTGGAACATCCGCTTGAGGG\
/TTTGAAGTGTTTGAATTGCGGTTTTGAGGCCGACAGGGATGTTGTTGGCTCTTGGAATGTTCGTTTGAGAG

120-139
—

<<<< Kok ok ko okokok g,

CGAG--------- AGTTCCATCCCTGCCACTCGTAGTGGATGACCAGAACGGGCTCCTTCTATATAC
CGAGTGGTGCAAAAGTTCCATCCCTGCCACTCGTAACGGATAACCAGAACGGTTTCTCATAATTCC
CGAGTGGTGCAAAGGTTCCA------~-~-~ AAAGTAGCGGATAACCAGAACGGT

CT-------- GAAAGTTTCACIC TGCTCCAAAAGTAGGCATCTAACTAAAGATCGGATAATAATACCTG
-CATTTGATTCCCAAGTTCCA---------- AAGTAGCGGATAACCAGAATGGTT
TGGGTGGTGCAAAAGTTCCATCCGTGCCACCCGTAGCGGATAACCAGAACGGGTTATTATCATGGAGT
CG-------- AAA--ttaacactctacacact-ttacgggtaggcagaacaggatcttcctaacactc
CGAC--------- A-TTACG------- CAA--ATCACGGCTGACCAGAACGGTTACTGGGTATTTACA
TGATATTCA-CAAACTTCACGCAA-------- ATCACGGCTGACCAGAACGGTCTGAGACTGGGATAA
cgatatttacgaactttacacaaa-------- atcacggccaaccagaacggcc

---------- TTACA-------CAA--ATCACGGCCAACCAGAACGGTT
-TAATATTCACAAGCTTAA------- CAAAA-GTTTGGCTGATCAGAACGGATATTGAGTATTATCTC
cgaca---------- ttaca------- caaa-tecacggctgaccagaacggttactttatgcggcggce
cgatg---------- tttacgaactttacacaaattacggctgaCCAGAACGGAAACGGTATTAAGGA
cgata--------- gtttcacatgtttt-aaaagtagcggataaccagaacgggtctgctgaggtaga

cgat---------- gtttatgaactttacacaaattacggctgaccagaacgggacgactatggtcgt



