






Supplementary figure 5.

Figure S5. Patterns of the Ca2+ burst induced by flg22 (A) and chitin (B) over time.
Included are twoaca8 aca10lines from independent crosses showing similar results.
Curves normalized to steady state cytosolic [Ca2+] show D[Ca2+] after MAMP-treatments
of one representative biological experiment. Error bars show standard deviations based on
n = 6-8 samples. Similar results were obtained at least in two independent experiments.
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Gene CPK5 log2 CPK11 log2

aca8 aca10 up-regulated genes

At1g26380 2.6 1.9

At2g30750 1.7 1.7

At3g55470 1.1 1.1

At1g26390 1.5 2.0

At1g67980 2.5 1.5

At2g43000 1.9 1.7

At5g38900 1.2 1.0

At3g26470 nd -1.6

At3g50770 nd -1.6

aca8 aca10 down-regulated genes

At1g58340 1.7 2.1

At1g55020 1.4 nd
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Figure S6. Altered gene expression in aca8 aca10

mutants. Overlap of genes up-regulated (A) and

down-regulated (B) in aca8 aca10 and upon

elicitation with flg22 and oligogalacturonides (OG).

Genes represented show at least two-fold regulation

(p<0.05) within 1 hr after MPMP treatment

according to Denoux et al. (2008). Nine aca8 aca10

de-regulated genes were removed from the analysis

because they were not present in the Denoux et al.

(2008) study. The tool used for the Venn diagrams is

available at “Venny”

http://bioinfogp.cnb.csic.es/tools/venny/index.html.

C. Flg22-induced CPK5- and CPK11-dependent

expression of aca8 aca10 de-regulated genes

(asterisks) according to Boudsocq et al. (2010).
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Supplementary figure 7.

Figure S7. Protein kinase activation in flg22 signalling. MAPK activation upon

flg22 application over time. Coomassie staining (CBB) is included as loading

control. Similar results were obtained in at least two independent experiments.



Supplementary figure 8.
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Figure S8. Expression analysis of defence marker genes. Quantitative real-time PCR

monitoring transcript levels of the indicated genes in Col-0, aca8 aca10 and aca8 aca10 ACA8-

GFP plants. Genes in this analysis were not included by Boudsocq et al. (2010). Actin was used

as control. Error bars indicate standard deviations based on n = 3 biological experiments with

each three technical replicates; asterisks indicate significant differences between Col-0 and

aca8 aca10 at p<0.05 (*) and p<0.01 (**) based on Student´s T-test.


