
Supplementary Figure 1.  AP Families with EPHA7 variants consistent with linkage.  EPHA7 variants are 
indicated below affected subjects with filled boxes  (grey or black) indicating typing for variants at 
codons Ile138Val, Pro278Ser or Asn357Ser, as indicated. Note that subject 877-222 is homozygous for 
variants 138Val and 278Ser.  

 



 

 



 


